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/organism="Staphylococcus aureus"

/mol type="genomic DNA"

/strain="4074"

/db_xref="taxon:1280"

/country="Germany" gene 93..2165
/gene="coa" CDS 93..2165
/gene="coa"

/function="platelet binding"


https://www.ncbi.nlm.nih.gov/nuccore/AJ306908.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/AJ306908.1?report=graph
https://www.ncbi.nlm.nih.gov/nuccore/AJ306908.1/#goto20338652_0
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1280
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1280
https://www.ncbi.nlm.nih.gov/nuccore/AJ306908.1?from=93&to=2165
https://www.ncbi.nlm.nih.gov/nuccore/AJ306908.1?from=93&to=2165
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/codon_start=1

/transl table=11

/product="coagulase"

/protein id="CAC84776.1"

/db_xref="HSSP:P17855"

/db_xref="InterPro:IPR001443"

/db xref="UniProtKB/TrEMBL:Q8RJNG"
/translation="MKKQIISLGALAVASSLFTWDNKADAIVTKDYNGKSQVNAGSKN
GTLIDSRYLNSALYYLEDYIIYAIGLTNKYEYGDNIYKEAKDRLLEKVLREDQYLLER
KKSQYEDYKQWYANYKKENPRTDLKMANFHKYNLEELSMKEYNELOQDALKRALDDEFHR
EVKDIKDKNSDLKTENAAEEDKATKEVYDLVSEIDTLVVSYYGDKDYGEHAKELRAKL
DLILGDTDNPHKITNERIKKEMIDDLNSIIDDFEFMETKONRPKSITKYNPTTHNYKTN
SDNKPNEFDKLVEETKKAVKEADDSWKKKTVKKYGETETKSPVVKEEKKVEEPQLPKVG
NOQOEDKTTVDKAEETTQPVAQPLVKIPQGTITGEIVKGPDYPTMENKTLQGEIVQGPD
FPTMEQNRPSLSDNYTQPTTPNPILEGLESSSSKLEIKPQGTESTLKGIQGESSDIEV
KPOASETTEASHYPARPQFNKTPKYVKYRDAGTGIREYNDGTFGYEARPREFNKPSETN
AYNVTTNQODGTVTYGARPTONKPSKTNAYNVTTNQDGTVTYGARPTYKKPSETNAYNV
TTHANGQVSYGARPTYNKPSKTNAYNVTTHANGQVSYGARPTYNKPSKTNAYNVTTHA
NGQVSYGARPTONKPSETNAYNVTTHANGQVSYGARPTONKPSKTNAYNVTTHADGTA

TYGPRVTK" sig peptide 93..170

="

/gene="coa" mat peptide 171..2162

="

/gene="coa"

/product="Coagulase"ORIGIN
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https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/20338653
http://mrs.cmbi.ru.nl/m6/search?db=all&q=P17855
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR001443
https://www.uniprot.org/uniprot/Q8RJN6
https://www.ncbi.nlm.nih.gov/protein/CAC84776.1?from=1&to=26
https://www.ncbi.nlm.nih.gov/protein/CAC84776.1?from=27&to=690
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