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LOCUS       AJ306908                2165 bp    DNA     linear   BCT 25-APR-2002 

DEFINITION  Staphylococcus aureus coa gene for coagulase. 

ACCESSION   AJ306908 

VERSION     AJ306908.1 

KEYWORDS    coa gene; coagulase. 

SOURCE      Staphylococcus aureus 

  ORGANISM  Staphylococcus aureus 

            Bacteria; Firmicutes; Bacilli; Bacillales; Staphylococcaceae; 

            Staphylococcus. 
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  AUTHORS   Heilmann,C., Peters,G. and Herrmann,M. 

  TITLE     Identification of platelet-binding domains in Staphylococcus aureus 

            Fibrinogen-binding proteins Coa and Efb by phage display 

  JOURNAL   Unpublished 

REFERENCE   2  (bases 1 to 2165) 

  AUTHORS   Heilmann,C. 

  TITLE     Direct Submission 

  JOURNAL   Submitted (26-APR-2001) Heilmann C., Institute of Medical 

            Microbiology, University of Muenster, Domagkstrasse 10, Muenster, 

            48129, GERMANYFEATURES             Location/Qualifiers     source          

1..2165 

                     /organism="Staphylococcus aureus" 

                     /mol_type="genomic DNA" 

                     /strain="4074" 

                     /db_xref="taxon:1280" 

                     /country="Germany"     gene            93..2165 

                     /gene="coa"     CDS             93..2165 

                     /gene="coa" 

                     /function="platelet binding" 
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                     /codon_start=1 

                     /transl_table=11 

                     /product="coagulase" 

                     /protein_id="CAC84776.1" 

                     /db_xref="HSSP:P17855" 

                     /db_xref="InterPro:IPR001443" 

                     /db_xref="UniProtKB/TrEMBL:Q8RJN6" 

                     /translation="MKKQIISLGALAVASSLFTWDNKADAIVTKDYNGKSQVNAGSKN 

                     GTLIDSRYLNSALYYLEDYIIYAIGLTNKYEYGDNIYKEAKDRLLEKVLREDQYLLER 

                     KKSQYEDYKQWYANYKKENPRTDLKMANFHKYNLEELSMKEYNELQDALKRALDDFHR 

                     EVKDIKDKNSDLKTFNAAEEDKATKEVYDLVSEIDTLVVSYYGDKDYGEHAKELRAKL 

                     DLILGDTDNPHKITNERIKKEMIDDLNSIIDDFFMETKQNRPKSITKYNPTTHNYKTN 

                     SDNKPNFDKLVEETKKAVKEADDSWKKKTVKKYGETETKSPVVKEEKKVEEPQLPKVG 

                     NQQEDKTTVDKAEETTQPVAQPLVKIPQGTITGEIVKGPDYPTMENKTLQGEIVQGPD 

                     FPTMEQNRPSLSDNYTQPTTPNPILEGLESSSSKLEIKPQGTESTLKGIQGESSDIEV 

                     KPQASETTEASHYPARPQFNKTPKYVKYRDAGTGIREYNDGTFGYEARPRFNKPSETN 

                     AYNVTTNQDGTVTYGARPTQNKPSKTNAYNVTTNQDGTVTYGARPTYKKPSETNAYNV 

                     TTHANGQVSYGARPTYNKPSKTNAYNVTTHANGQVSYGARPTYNKPSKTNAYNVTTHA 

                     NGQVSYGARPTQNKPSETNAYNVTTHANGQVSYGARPTQNKPSKTNAYNVTTHADGTA 

                     TYGPRVTK"     sig_peptide     93..170 

                     /gene="coa"     mat_peptide     171..2162 

                     /gene="coa" 

                     /product="Coagulase"ORIGIN               

1 gtttattcta gttaatatat agttaatgtc ttttaatatt ttgtttcttt aatgtagatt 

       61 gggcaattac attttggagg aattaaaaaa ttatgaaaaa gcaaataatt tcgctaggcg 

      121 cattagcagt tgcatctagc ttatttacat gggataacaa agcagatgcg atagtaacaa 

      181 aggattataa tgggaaatca caagttaatg ctgggagtaa aaatgggaca ttaatagata 

      241 gcagatattt aaattcagct ctatattatt tggaagacta tataatttat gctataggat 

      301 taactaataa atatgaatat ggagataata tttataaaga agctaaagat aggttgttgg 

      361 aaaaggtatt aagggaagat caatatcttt tggagagaaa gaaatctcaa tatgaagatt 

      421 ataaacaatg gtatgcaaat tataaaaaag aaaatcctcg tacagattta aaaatggcta 

      481 attttcataa atataattta gaagaacttt cgatgaaaga atacaatgaa ctacaggatg 

      541 cattaaagag agcactggat gattttcaca gagaagttaa agatattaag gataagaatt 
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      601 cagacttgaa aacttttaat gcagcagaag aagataaagc aactaaggaa gtatacgatc 

      661 tcgtatctga aattgataca ttagttgtat catattatgg tgataaggat tatggggagc 

      721 acgcgaaaga gttacgagca aaactggact taatccttgg agatacagac aatccacata 

      781 aaattacaaa tgaacgtatt aaaaaagaaa tgattgatga cttaaattca attattgatg 

      841 atttctttat ggaaactaaa caaaatagac cgaaatctat aacgaaatat aatcctacca 

      901 cacataacta taaaacaaat agtgataata aacctaattt tgataaatta gttgaagaaa 

      961 cgaaaaaagc agttaaagaa gcagatgatt cttggaaaaa gaaaactgtc aaaaaatacg 

     1021 gagaaactga aacaaaatcg ccagtagtaa aagaagagaa gaaagttgaa gaacctcaat 

     1081 tacctaaagt tggaaaccag caagaggata aaactacagt tgataaagct gaagaaacaa 

     1141 cacaaccagt ggcacagcca ttagttaaaa ttccacaggg cacaattaca ggtgaaattg 

     1201 taaaaggtcc agactatcca actatggaaa ataaaacgtt acaaggtgaa atcgttcaag 

     1261 gtccagattt cccaacaatg gaacaaaaca gaccatcttt aagcgataat tatactcaac 

     1321 cgacgacacc gaaccctatt ttagaaggtc ttgaaagtag ctcatctaaa cttgaaataa 

     1381 aaccacaagg tactgaatca acgttgaaag gtattcaagg agaatcaagt gatattgagg 

     1441 ttaaacctca agcatctgaa acaacagaag catcacatta tccagcgaga ccgcaattta 

     1501 acaaaacacc taaatatgtt aaatatagag atgctggtac aggtatccgt gaatacaacg 

     1561 atggaacatt tggatatgaa gcgagaccaa gattcaataa gccatcagaa acaaacgcat 

     1621 acaacgtaac gacaaatcaa gatggcacag taacatatgg cgctcgtcca acacaaaaca 

     1681 agccaagtaa aacgaacgca tacaacgtaa cgacaaatca agatggcaca gtaacatatg 

     1741 gcgctcgtcc gacatacaag aagccaagcg aaacaaatgc atacaatgta acaacacatg 

     1801 caaacggtca agtatcatac ggcgctcgtc cgacatacaa caagccaagc aaaacaaatg 

     1861 catataacgt aacaacacat gcaaacggtc aagtatcata tggcgcccgc ccgacataca 

     1921 acaagccaag caaaacaaat gcatacaacg taacaacaca tgcaaacggc caagtatcat 

     1981 atggcgctcg cccgacacaa aacaagccaa gcgaaacaaa cgcatataac gtaacaacac 

     2041 atgcaaatgg tcaagtgtca tacggggctc gcccgacaca aaacaagcca agtaaaacaa 

     2101 acgcatataa cgtaacaaca catgcagatg gtactgcgac atatgggcct agagtaacaa 

     2161 aataa 
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