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     source          1..822
                     /organism="Jamestown Canyon virus"
                     /mol_type="viral cRNA"
                     /isolate="4832-01"
                     /db_xref="taxon:35511"
                     /segment="S"
                     /geo_loc_name="USA"
                     /note="passaged 1 time in Vero cells"
     CDS             23..730
                     /codon_start=1
                     /product="nucleocapsid protein"
                     /protein_id="ABS29222.1"
                     /translation="MGDLVFYDVASTGANGFDPDAGFVAFMADHGESVSLSAVRIFFL
                     NAAKAKAALARKPERKATPKFGEWQVEIVNNHFPGNRNNPIGNNDLTIHRLSGYLARW
                     VLEHFTTDDDESQRELIRSTIINPIAESNGIHWNNGPEIYLSFFPGTEMFLEIFKFYP
                     LTIGIYRVKHGMMDPQYLKKALRQRYGILTAEKWMAQKTVLIAKSLKDVEQLKWGRGG
                     LSDAARTFLIKFGVKLP"
     CDS             42..320
                     /codon_start=1
                     /product="nonstructural protein"
                     /protein_id="ABS29223.1"
                     /translation="MMSHPQVQMDLIQMQGLWHLWLTMGNLSVCQPLGSSSLMQQKPK
                     LLSLVNRSGKLLLNLESGRWKLSIIIFLETGTTQLVTTILPSIGFQDI"
ORIGIN      
[bookmark: sequence_EF681839.1][bookmark: _GoBack]        1 atagaaggca tacttggttg atatgggaga tctggttttt tatgatgtcg catccacagg
       61 tgcaaatgga tttgatccag atgcagggtt tgtggcattt atggctgacc atggggaatc
      121 tgtcagtctg tcagccgtta ggatcttctt ccttaatgca gcaaaagcca aagctgctct
      181 cgctcgtaaa ccggagcgga aagctactcc taaatttgga gagtggcagg tggaaattgt
      241 caataatcat tttcctggaa acaggaacaa cccaattggt aacaacgatc ttaccatcca
      301 tcggctttca ggatatctag ccagatgggt tcttgagcat tttactacag atgatgatga
      361 gtcccagaga gaactcataa ggagcaccat cattaatcca attgcagagt ccaatggcat
      421 tcattggaac aatggcccag agatttatct ttcattcttt ccaggaacag aaatgtttct
      481 ggaaattttc aaattctatc ccttgaccat tggaatttac agagtcaagc atggtatgat
      541 ggaccctcag tatctgaaga aggctctcag acagcgctat ggcatcttga ctgcagagaa
      601 gtggatggca cagaagacag tgctcattgc taagagtcta aaggatgtag aacagcttaa
      661 atggggaaga ggggggctta gcgatgctgc aagaaccttc ttgatcaaat ttggtgtgaa
      721 actgccttaa gcaagagcag taatgaaagt ttgaataaat tttggatttc taaattgaca
      781 aattttatat aattggttga aatttaattc ttataattgg ct
//

