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     source          1..906
                     /organism="Theba pisana"
                     /mol_type="genomic DNA"
                     /db_xref="taxon:145622"
     misc_RNA        <1..72
                     /product="internal transcribed spacer 2"
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ORIGIN      
[bookmark: sequence_AY014135.1]        1 tatgtcggcg cccagttaaa acaaagcagc tacgcgtgca ctcgcatgcg cagcttgctt
       61 ttgtttcaca tatccgacct cagatcggac gagattaccc gctgaattta agcatattac
      121 taagcggagg aaaagaaact aacaaggatt ccctcagtaa cggcgagtga agcgggaata
      181 gcccagcacc gaatccctca gtgtcatgct gacgggaact gtggtgtgtg ggacgccacc
      241 agtcgcatca gagagcgccg aagtcctcct gatcggggct tcacccagag cgggtgtaag
      301 gcctttgcgg gtgcttctct gtgcggccgc gagcgtctca ggagtcgggt tgtttgggaa
      361 tgcagcccaa agcgggtggt aaactccatc taaggctaaa tactggcacg agtccgatag
      421 cgaacaagta ccgtgaggga aagttgaaaa gaactttgaa gagagagttc aagagtacgt
      481 gaaaccgccc agaggtaaac gggtggatcc gcaaagtcag cccgtggaat tcagcgcagc
      541 gcgcagactt gggctgtcat ggttcgggat ccctgggacc ccaccgcggc gtcgttcggg
[bookmark: _GoBack]      601 tctccgctgc gtgcactttc cacgggcaga gtgtcacaac cggtttggtg gcggctaaaa
[bookmark: _Hlk216947787]      661 gattggaggg ttgaaggtgg gaacgcttgc gttcctacca gcctttcttt tgcgagccgc
      721 cgccggaccg agggaacgcc gcgcgcttcg aggccaccct cccctcctgg tgagttcgac
      781 tgggagagac tgggcaaccg tgtctcccga ccgctcatct gtgatcggcg tggggctggc
      841 cgggtgtgca ttgtctgtca aggttggtga cgagtatgtc ggcattccac ccgacccgtc
      901 ttgaaa
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