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DEFINITION Variola virus strain Iran 1972 2602 Tabriz, complete genome.
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FEATURES Location/Qualifiers

source 1..731

/organism="Variola virus"

/mol type="genomic DNA"

/strain="Iran 1972 2602 Tabriz"

/db_xref="taxon:10255"

gene 1..507

/locus_tag="VARV_IRN72 tbrz 146"

CDSs 1..507

/locus_tag="VARV_IRN72 tbrz 146"

/note="involved in CEV cell adherence and actin tail

formation; similar to VACV-WR-157 and VACV-COP-A34R; IEV

and EEV outer membrane lectin-like protein"

/codon_start=1

/product="glycoprotein"

/protein id="ABG44730.1"

/translation="MKSLNRQTVSRFKKLSVPAAIMMILSTIISGIGTFLHYKEELMP

SACANGWIQYDKHCYLDTNIKMSTDNAVYQCRKLRARLPRPDTRHLRVLESIFYKDYW

VSLKKTNNKWLDINNDKDIDISKLTNFKQLNSTTDAEACYIYKSGKLVKTVCKSTQSV

LCVKREYK"

gene 549..731

/locus_tag="VARV IRN72 tbrz 147"

CDS 549..731

/locus_tag="VARV IRN72 tbrz 147"
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/note="similar to VACV-WR-158 and VACV-COP-A35R"

/codon_start=1

/product="hypothetical protein"

/protein id="ABG44731.1"

/translation="MDTTFVITPMGMLTITDTLYDDLDISIMDFIGPYIIGNIKTVQI

DVRDIKYSDMQKCYFS"
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