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LOCUS       DQ437587                 858 bp    DNA     linear   VRL 19-AUG-2006 

DEFINITION  Variola virus strain Iran 1972 2602 Tabriz, complete genome. 

ACCESSION   DQ437587 REGION: 161565..162422 

VERSION     DQ437587.1 
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  ORGANISM  Variola virus 

            Viruses; Varidnaviria; Bamfordvirae; Nucleocytoviricota; 

            Pokkesviricetes; Chitovirales; Poxviridae; Chordopoxvirinae; 

            Orthopoxvirus; Orthopoxvirus variola. 
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  TITLE     Direct Submission 

FEATURES             Location/Qualifiers 

     source          1..858 

                     /organism="Variola virus" 

                     /mol_type="genomic DNA" 

                     /strain="Iran 1972 2602 Tabriz" 

                     /db_xref="taxon:10255" 

     gene            1..198 

                     /locus_tag="VARV_IRN72_tbrz_185" 

     CDS             1..198 

                     /locus_tag="VARV_IRN72_tbrz_185" 

                     /codon_start=1 

                     /product="hypothetical protein" 

                     /protein_id="ABG44767.1" 

                     /translation="MTGNHFCLHKNQARLETIYETIKMQGTTNNNDGSKRTSPIYDNV 

                     GNTKDSLTYVNINKVYMRYTF" 

     gene            454..858 

                     /locus_tag="VARV_IRN72_tbrz_186" 
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     CDS             454..858 

                     /locus_tag="VARV_IRN72_tbrz_186" 

                     /note="similar to VACV-WR-194 and VACV-COP-B12R" 

                     /codon_start=1 

                     /product="ser/thr kinase-like protein" 

                     /protein_id="ABG44768.1" 

                     /translation="MIEWFSGKLPWKNKSSIAIQQKREYKKFIATFFEDCFPEGNKPL 

                     ELVYTLDYSQTPNYERLRRLDCLYKIEIIFFFIERVMLRISNNIRLSLTLHDQIDYYG 

                     YLQGNRIFYERRECIHFSSDNLVSIDNTVLWS" 

     gene            755..>858 

                     /locus_tag="VARV_IRN72_tbrz_187" 

     CDS             755..>858 

                     /locus_tag="VARV_IRN72_tbrz_187" 

                     /note="similar to VACV-WR-195 and VACV-COP-B13R/B14R; 

                     inhibits Fas-mediated apoptosis; involved in lipoxygenase 

                     pathway" 

                     /codon_start=1 

                     /product="SPI-2/CrmA IL-1 convertase" 

                     /protein_id="ABG44769.1" 

                     /translation="MDIFREIASSTKGENVFISPATISSVLTILYYGANGSTAEQLSK 

                     YVEKEETMDKVSAQNISFKSMNKVYGRYSAVFKNSFLGKIGDNFQTVDFTDCRTIDAI 

                     NKCVDVFTEGKINPLLTEQLSPNTCLLAISAVYFKAKWLIPFKKEFTSDYPFYVSPTE 

                     MVDVSMMSMYGESFNYASVKESFGNFSIIELPYVGNTSMMVILPDKIDGLESIKQNLT 

                     DTNFKKWCNSLEATFIDVHIPKFKVTGSYNLVDTLVKLGLTDVFYSTGDYSNMCNSDV 

                     SVDAMIHKTYIDVNEEYTEAAAATSVLVADCASTVTNEFCADHPFIYVIRHVDGKILF 

                     VGRYCSPTTN" 

ORIGIN       

        1 atgactggaa atcacttctg tctacataag aatcaagcta ggctggaaac tatttacgaa 

       61 actatcaaaa tgcagggtac aacaaacaat aatgacggaa gtaaacgaac gtctccaata 

      121 tatgataacg ttggcaatac taaggattca ttgacatatg taaatattaa taaagtatat 

      181 atgagataca cgttttgata gtcatcctaa tcgtatcgga gtacggagat catcaagttc 

      241 atcatccgat attattgtaa ccacaatgca ttggcatcaa aagaagatag atgaactgac 

      301 atatagcgaa tataaggaga tccaacacta ttaggagaaa gccaggtcat atggaagatg 

      361 ttcaagctgt taatatcaat ctcgataaac gtgaacaggc tgtcggagcc acagtttcga 

      421 gacgaggaga tttagaaatg ttgggattat tgcatgatag aatggttcag tggcaaactt 

      481 ccatggaaaa acaaaagtag tatagcaata caacagaaaa gagaatataa aaaatttata 

      541 gctactttct ttgaggactg ttttccggaa ggaaataaac ctttggaatt agtatacacg 

      601 ttagattatt ctcaaactcc taattatgaa agactacgta gactagactg tttatacaag 

      661 attgaaatta tattcttttt tatagagcgt gtaatgttac ggatatctaa taatattaga 

      721 ctatctctga cactacacga ccaaatcgat tactatggat atcttcaggg aaatcgcatc 

      781 ttctacgaaa ggagagaatg tattcatttc tccagcgaca atctcgtcag tattgacaat 

      841 actgtattat ggagctaa 
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