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                     TAVETGATNPLVPSDTVQTRHVVQHRSRSESSIESFFARGACVAIITVDNSASTKNKD
                     KLFTVWKITYKDTVQLRRKLEFFTYSRFDMEFTFVVTANFTETNNGHALNQVYQIMYV
                     PPGAPVPEKWDDYTWQTSSNPSIFYTYGTAPARISVPYVGISNAYSHFYDGFSKVPLK
                     DQSAALGDSLYGAASLNDFGILAVRVVNDHNPTKVTSKIRVYLKPKHIRVWCPRPPRA
[bookmark: sequence_AB449749.1]                     VAYYGPGVDYKDGTLTPLSTKDLTTY"ORIGIN            
  1 gggttaggtc agatgcttga aagcatgatt gacaacacag tccgtgaaac ggtggaggcg
       61 gcaacgtcta gagacgctct cccaaacact gaagccagtg gaccagcaca ctccaaggaa
      121 attccggcac tcaccgcagt ggaaactggg gccacaaatc cactagtccc ttctgataca
      181 gtgcaaacca gacatgttgt acaacatagg tcaaggtcag agtctagcat agagtctttc
      241 ttcgcgcggg gtgcatgcgt ggccattata accgtggata actcagcttc caccaagaat
      301 aaggataagc tatttacagt gtggaagatc acttataaag atactgtcca gttacggagg
      361 aaattggagt tcttcaccta ttctagattt gatatggaat ttacctttgt ggttactgca
      421 aatttcactg agactaacaa tgggcatgcc ttaaatcaag tgtaccaaat tatgtacgta
      481 ccaccaggcg ctccagtgcc cgagaaatgg gacgactaca catggcaaac ctcatcaaat
      541 ccatcaatct tttacaccta cggaacagct ccagcccgga tctcggtacc gtatgttggt
      601 atttcgaacg cctattcaca cttttacgac ggtttttcca aagtaccact gaaggaccag
      661 tcggcagcac taggtgactc cctctatggt gcagcatctc taaatgactt cggtattttg
      721 gctgttagag tagtcaatga tcacaacccg accaaggtca cctccaaaat cagagtgtat
      781 ctaaaaccca aacacatcag agtctggtgc ccgcgtccac cgagggcagt ggcgtactac
      841 ggccctggag tggattacaa ggatggtacg cttacacccc tctccaccaa ggatctgacc
      901 acatat
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