Zea mays alcohol dehydrogenase 1 (LOC542363), mRNA
NCBI Reference Sequence: NM_001111939.2
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LOCUS       NM_001111939            1779 bp    mRNA    linear   PLN 22-JUN-2025
DEFINITION  Zea mays alcohol dehydrogenase 1 (LOC542363), mRNA.
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VERSION     NM_001111939.2
KEYWORDS    RefSeq.
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  ORGANISM  Zea mays
            Eukaryota; Viridiplantae; Streptophyta; Embryophyta; Tracheophyta;
            Spermatophyta; Magnoliopsida; Liliopsida; Poales; Poaceae; PACMAD
            clade; Panicoideae; Andropogonodae; Andropogoneae; Tripsacinae;
            Zea.
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[bookmark: comment_NM_001111939.2]COMMENT     VALIDATED REFSEQ: This record has undergone validation or
            preliminary review. The reference sequence was derived from
            AY104302.1.
            
            On Jun 3, 2017 this sequence version replaced NM_001111939.1.
            
            Publication Note:  This RefSeq record includes a subset of the
            publications that are available for this gene. Please see the Gene
            record to access additional publications.
            
            ##Evidence-Data-START##
            Transcript exon combination :: AY104302.1, SRR3147052.1212.1
                                           [ECO:0000332]
            RNAseq introns              :: single sample supports all introns
                                           SAMN00780157, SAMN00780169
                                           [ECO:0000348]
            ##Evidence-Data-END##
PRIMARY     REFSEQ_SPAN         PRIMARY_IDENTIFIER PRIMARY_SPAN        COMP
            1-1779              AY104302.1         1-1779
[bookmark: feature_NM_001111939.2]FEATURES             Location/Qualifiers
     source          1..1779
                     /organism="Zea mays"
                     /mol_type="mRNA"
                     /db_xref="taxon:4577"
                     /chromosome="1"
                     /map="1"
     gene            1..1779
                     /gene="LOC542363"
                     /gene_synonym="adh1; Adh1-1F; Adh1-1S; adh1A;
                     GRMZM2G442658"
                     /note="alcohol dehydrogenase 1"
                     /db_xref="GeneID:542363"
     exon            1..327
                     /gene="LOC542363"
                     /gene_synonym="adh1; Adh1-1F; Adh1-1S; adh1A;
                     GRMZM2G442658"
                     /inference="alignment:Splign:2.1.0"
     misc_feature    255..257
                     /gene="LOC542363"
                     /gene_synonym="adh1; Adh1-1F; Adh1-1S; adh1A;
                     GRMZM2G442658"
                     /note="upstream in-frame stop codon"
     CDS             294..1433
                     /gene="LOC542363"
                     /gene_synonym="adh1; Adh1-1F; Adh1-1S; adh1A;
                     GRMZM2G442658"
                     /EC_number="1.1.1.1"
                     /codon_start=1
                     /product="alcohol dehydrogenase 1"
                     /protein_id="NP_001105409.2"
                     /db_xref="GeneID:542363"
                     /translation="MATAGKVIKCKAAVAWEAGKPLSIEEVEVAPPQAMEVRVKILFT
                     SLCHTDVYFWEAKGQTPVFPRIFGHEAGGIIESVGEGVTDVAPGDHVLPVFTGECKEC
                     AHCKSAESNMCDLLRINTDRGVMIADGKSRFSINGKPIYHFVGTSTFSEYTVMHVGCV
                     AKINPQAPLDKVCVLSCGISTGLGASINVAKPPKGSTVAVFGLGAVGLAAAEGARIAG
                     ASRIIGVDLNPSRFEEARKFGCTEFVNPKDHNKPVQEVLAEMTNGGVDRSVECTGNIN
                     AMIQAFECVHDGWGVAVLVGVPHKDAEFKTHPMNFLNERTLKGTFFGNYKPRTDLPNV
                     VELYMKKELEVEKFITHSVPFAEINKAFDLMAKGEGIRCIIRMEN"
     exon            328..464
                     /gene="LOC542363"
                     /gene_synonym="adh1; Adh1-1F; Adh1-1S; adh1A;
                     GRMZM2G442658"
                     /inference="alignment:Splign:2.1.0"
     exon            465..511
                     /gene="LOC542363"
                     /gene_synonym="adh1; Adh1-1F; Adh1-1S; adh1A;
                     GRMZM2G442658"
                     /inference="alignment:Splign:2.1.0"
     exon            512..837
                     /gene="LOC542363"
                     /gene_synonym="adh1; Adh1-1F; Adh1-1S; adh1A;
                     GRMZM2G442658"
                     /inference="alignment:Splign:2.1.0"
     exon            838..920
                     /gene="LOC542363"
                     /gene_synonym="adh1; Adh1-1F; Adh1-1S; adh1A;
                     GRMZM2G442658"
                     /inference="alignment:Splign:2.1.0"
     exon            921..996
                     /gene="LOC542363"
                     /gene_synonym="adh1; Adh1-1F; Adh1-1S; adh1A;
                     GRMZM2G442658"
                     /inference="alignment:Splign:2.1.0"
     exon            997..1058
                     /gene="LOC542363"
                     /gene_synonym="adh1; Adh1-1F; Adh1-1S; adh1A;
                     GRMZM2G442658"
                     /inference="alignment:Splign:2.1.0"
     exon            1059..1154
                     /gene="LOC542363"
                     /gene_synonym="adh1; Adh1-1F; Adh1-1S; adh1A;
                     GRMZM2G442658"
                     /inference="alignment:Splign:2.1.0"
     exon            1155..1316
                     /gene="LOC542363"
                     /gene_synonym="adh1; Adh1-1F; Adh1-1S; adh1A;
                     GRMZM2G442658"
                     /inference="alignment:Splign:2.1.0"
     exon            1317..1779
                     /gene="LOC542363"
                     /gene_synonym="adh1; Adh1-1F; Adh1-1S; adh1A;
                     GRMZM2G442658"
                     /inference="alignment:Splign:2.1.0"
ORIGIN      
[bookmark: sequence_NM_001111939.2]        1 aaaccacggt ccacggacca cggctatgtt ccactccagg tggaggctgc agccccggtt
       61 tcgcaagccg cgccgtggtt tgcttgccca caggcggcca aaccgcaccc tccttcccgt
      121 cgtttcccat ctcttcctcc tttagagcta ccactatata aatcagggct cattttctcg
      181 ctcctcacag gctcatctcg ctttggatcg attggtttcg taactggtga gggactgagg
      241 gtctcggagt ggattgattt gggattctgt tcgaagattt gcggaggggg gcaatggcga
      301 ccgcggggaa ggtgatcaag tgcaaagctg cggtggcatg ggaggccggc aagccactgt
      361 cgatcgagga ggtggaggta gcgcctccgc aggccatgga ggtgcgcgtc aagatcctct
      421 tcacctcgct ctgccacacc gacgtctact tctgggaggc caaggggcag actcccgtgt
      481 tccctcggat ctttggccac gaggctggag gtatcataga gagtgttgga gagggtgtga
      541 ctgacgtagc tccgggcgac catgtccttc ctgtgttcac tggggagtgc aaggagtgtg
      601 cccactgcaa gtcggcagag agcaacatgt gtgatctgct caggatcaac accgaccgcg
      661 gtgtgatgat tgccgatggc aagtcgcggt tttcaatcaa tgggaagcct atctaccact
      721 ttgttgggac ttccaccttc agcgagtaca ccgtcatgca tgtgggttgt gttgcaaaga
      781 tcaaccctca ggctcccctt gataaagttt gcgtccttag ctgtggtatt tctaccggtc
      841 ttggtgcatc aattaatgtt gcaaaacctc cgaagggttc gacagtggct gttttcggtt
      901 taggagccgt tggtcttgcc gctgcagaag gtgcaaggat tgctggagcg tcaaggatca
      961 ttggtgtcga cctgaacccc agcagattcg aagaagctag gaagttcggt tgcactgaat
     1021 ttgtgaaccc aaaagaccac aacaagccag tgcaggaggt acttgctgag atgaccaacg
     1081 gaggggtcga ccgcagtgtg gaatgcactg gcaacattaa tgctatgatc caagctttcg
     1141 aatgtgttca tgatggctgg ggtgttgctg tgctggtggg tgtgccacat aaggacgctg
[bookmark: _GoBack]     1201 agttcaagac ccacccgatg aacttcctga acgaaaggac cctgaagggg accttctttg
     1261 gcaactataa gccacgcact gatctgccaa atgtggtgga gctgtacatg aaaaaggagc
     1321 tggaggtgga gaagttcatc acgcacagcg tcccgttcgc cgagatcaac aaggcgttcg
     1381 acctgatggc caagggggag ggcatccgct gcatcatccg catggagaac tagatttcgc
     1441 tgtctagttt gtgatctggc ctgggcttgg ggttaataaa agaggcaatg ctagcctgcc
     1501 ctttcgatga ggaggtacat acacgctggc gatggaccgc gcttgtgtgt cgcgttcagt
     1561 ttggcttttg ccaagcagta gggtagcttc ccgtgtcggt aattatatgg tatgaaccat
     1621 caccttttgg ctctacatgg tatgaacgta agatacaaat tccaactacc tctagctcgc
     1681 ttgtgtggta tctgtatcag tattcatgtg tttgtttgct tatgtgtttg tttgcttgta
     1741 tttgctggtg cttgtatcgc gggatgcaat gagttgttg
//

