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LOCUS       NC_050096               2987 bp    DNA     linear   CON 20-FEB-2025 

DEFINITION  Zea mays cultivar B73 chromosome 1, Zm-B73-REFERENCE-NAM-5.0, 

whole 

            genome shotgun sequence. 

ACCESSION   NC_050096 REGION: 280590756..280593742 

VERSION     NC_050096.1 

DBLINK      BioProject: PRJNA655717 

            BioSample: SAMEA5569141 

            Assembly: GCF_902167145.1 

KEYWORDS    WGS; RefSeq. 

SOURCE      Zea mays 

  ORGANISM  Zea mays 

            Eukaryota; Viridiplantae; Streptophyta; Embryophyta; Tracheophyta; 

            Spermatophyta; Magnoliopsida; Liliopsida; Poales; Poaceae; PACMAD 

            clade; Panicoideae; Andropogonodae; Andropogoneae; Tripsacinae; 

            Zea. 

COMMENT     REFSEQ INFORMATION: The reference sequence is identical to 

            LR618874.1. 

            Assembly name: Zm-B73-REFERENCE-NAM-5.0 

            The genomic sequence for this RefSeq record is from the 

            whole-genome assembly released by the MaizeGDB on 2020/03/21. The 

            original whole-genome shotgun project has the accession 

            CABHLF000000000.1. 

             

            ##Genome-Annotation-Data-START## 

            Annotation Provider         :: NCBI RefSeq 

            Annotation Status           :: Updated annotation 

            Annotation Name             :: GCF_902167145.1-RS_2025_02 

            Annotation Pipeline         :: NCBI eukaryotic genome annotation 

                                           pipeline 

            Annotation Software Version :: 10.3 

            Annotation Method           :: Best-placed RefSeq; Gnomon; 

                                           cmsearch; tRNAscan-SE 

            Features Annotated          :: Gene; mRNA; CDS; ncRNA 

            Annotation Date             :: 02/14/2025 

            ##Genome-Annotation-Data-END## 

FEATURES             Location/Qualifiers 

     source          1..2987 

                     /organism="Zea mays" 
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                     /mol_type="genomic DNA" 

                     /cultivar="B73" 

                     /db_xref="taxon:4577" 

                     /chromosome="1" 

     gene            complement(<1..>2987) 

                     /gene="LOC542363" 

                     /gene_synonym="adh1; Adh1-1F; Adh1-1S; adh1A; 

                     GRMZM2G442658" 

                     /note="alcohol dehydrogenase 1; Derived by automated 

                     computational analysis using gene prediction method: 

                     BestRefSeq,Gnomon." 

                     /db_xref="GeneID:542363" 

     mRNA            complement(join(<1..117,218..379,471..566,654..715, 

                     1060..1135,1228..1310,1397..1722,2138..2184,2282..2418, 

                     2954..>2987)) 

                     /gene="LOC542363" 

                     /gene_synonym="adh1; Adh1-1F; Adh1-1S; adh1A; 

                     GRMZM2G442658" 

                     /product="alcohol dehydrogenase 1, transcript variant X1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Gnomon. Supporting evidence 

                     includes similarity to: 10 mRNAs, 80 ESTs, 24964 long SRA 

                     reads, 42 Proteins, and 100% coverage of the annotated 

                     genomic feature by RNAseq alignments, including 280 

                     samples with support for all annotated introns" 

                     /transcript_id="XM_008650471.3" 

                     /db_xref="GeneID:542363" 

     mRNA            complement(join(<1..117,218..379,471..566,654..715, 

                     1060..1135,1228..1310,1397..1722,2138..2184,2282..2418, 

                     2954..>2987)) 

                     /gene="LOC542363" 

                     /gene_synonym="adh1; Adh1-1F; Adh1-1S; adh1A; 

                     GRMZM2G442658" 

                     /product="alcohol dehydrogenase 1, transcript variant X2" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Gnomon. Supporting evidence 

                     includes similarity to: 10 mRNAs, 80 ESTs, 24501 long SRA 

                     reads, 42 Proteins, and 100% coverage of the annotated 

                     genomic feature by RNAseq alignments, including 115 

                     samples with support for all annotated introns" 

                     /transcript_id="XM_023300484.2" 

                     /db_xref="GeneID:542363" 

     mRNA            complement(join(<1..117,218..379,471..566,654..715, 

                     1060..1135,1228..1310,1397..1722,2138..2184,2282..2418, 
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                     2954..>2987)) 

                     /gene="LOC542363" 

                     /gene_synonym="adh1; Adh1-1F; Adh1-1S; adh1A; 

                     GRMZM2G442658" 

                     /product="alcohol dehydrogenase 1" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: BestRefSeq." 

                     /transcript_id="NM_001111939.2" 

                     /db_xref="GeneID:542363" 

     CDS             complement(join(1..117,218..379,471..566,654..715, 

                     1060..1135,1228..1310,1397..1722,2138..2184,2282..2418, 

                     2954..2987)) 

                     /gene="LOC542363" 

                     /gene_synonym="adh1; Adh1-1F; Adh1-1S; adh1A; 

                     GRMZM2G442658" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: BestRefSeq." 

                     /codon_start=1 

                     /product="alcohol dehydrogenase 1" 

                     /protein_id="NP_001105409.2" 

                     /db_xref="GeneID:542363" 

                     /translation="MATAGKVIKCKAAVAWEAGKPLSIEEVEVAPPQAMEVRVKILFT 

                     SLCHTDVYFWEAKGQTPVFPRIFGHEAGGIIESVGEGVTDVAPGDHVLPVFTGECKEC 

                     AHCKSAESNMCDLLRINTDRGVMIADGKSRFSINGKPIYHFVGTSTFSEYTVMHVGCV 

                     AKINPQAPLDKVCVLSCGISTGLGASINVAKPPKGSTVAVFGLGAVGLAAAEGARIAG 

                     ASRIIGVDLNPSRFEEARKFGCTEFVNPKDHNKPVQEVLAEMTNGGVDRSVECTGNIN 

                     AMIQAFECVHDGWGVAVLVGVPHKDAEFKTHPMNFLNERTLKGTFFGNYKPRTDLPNV 

                     VELYMKKELEVEKFITHSVPFAEINKAFDLMAKGEGIRCIIRMEN" 

     CDS             complement(join(1..117,218..379,471..566,654..715, 

                     1060..1135,1228..1310,1397..1722,2138..2184,2282..2418, 

                     2954..2987)) 

                     /gene="LOC542363" 

                     /gene_synonym="adh1; Adh1-1F; Adh1-1S; adh1A; 

                     GRMZM2G442658" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Gnomon." 

                     /codon_start=1 

                     /product="alcohol dehydrogenase 1 isoform X1" 

                     /protein_id="XP_023156252.1" 

                     /db_xref="GeneID:542363" 

                     /translation="MATAGKVIKCKAAVAWEAGKPLSIEEVEVAPPQAMEVRVKILFT 

                     SLCHTDVYFWEAKGQTPVFPRIFGHEAGGIIESVGEGVTDVAPGDHVLPVFTGECKEC 

                     AHCKSAESNMCDLLRINTDRGVMIADGKSRFSINGKPIYHFVGTSTFSEYTVMHVGCV 

                     AKINPQAPLDKVCVLSCGISTGLGASINVAKPPKGSTVAVFGLGAVGLAAAEGARIAG 
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                     ASRIIGVDLNPSRFEEARKFGCTEFVNPKDHNKPVQEVLAEMTNGGVDRSVECTGNIN 

                     AMIQAFECVHDGWGVAVLVGVPHKDAEFKTHPMNFLNERTLKGTFFGNYKPRTDLPNV 

                     VELYMKKELEVEKFITHSVPFAEINKAFDLMAKGEGIRCIIRMEN" 

     CDS             complement(join(1..117,218..379,471..566,654..715, 

                     1060..1135,1228..1310,1397..1722,2138..2184,2282..2418, 

                     2954..2987)) 

                     /gene="LOC542363" 

                     /gene_synonym="adh1; Adh1-1F; Adh1-1S; adh1A; 

                     GRMZM2G442658" 

                     /note="Derived by automated computational analysis using 

                     gene prediction method: Gnomon." 

                     /codon_start=1 

                     /product="alcohol dehydrogenase 1 isoform X1" 

                     /protein_id="XP_008648693.1" 

                     /db_xref="GeneID:542363" 

                     /translation="MATAGKVIKCKAAVAWEAGKPLSIEEVEVAPPQAMEVRVKILFT 

                     SLCHTDVYFWEAKGQTPVFPRIFGHEAGGIIESVGEGVTDVAPGDHVLPVFTGECKEC 

                     AHCKSAESNMCDLLRINTDRGVMIADGKSRFSINGKPIYHFVGTSTFSEYTVMHVGCV 

                     AKINPQAPLDKVCVLSCGISTGLGASINVAKPPKGSTVAVFGLGAVGLAAAEGARIAG 

                     ASRIIGVDLNPSRFEEARKFGCTEFVNPKDHNKPVQEVLAEMTNGGVDRSVECTGNIN 

                     AMIQAFECVHDGWGVAVLVGVPHKDAEFKTHPMNFLNERTLKGTFFGNYKPRTDLPNV 

                     VELYMKKELEVEKFITHSVPFAEINKAFDLMAKGEGIRCIIRMEN" 

ORIGIN       

        1 ctagttctcc atgcggatga tgcagcggat gccctccccc ttggccatca ggtcgaacgc 

       61 cttgttgatc tcggcgaacg ggacgctgtg cgtgatgaac ttctccacct ccagctcctg 

      121 tgcagagcca agcagaattg caggaacgat tcttaacagt ttttcagcaa aagctcggca 

      181 ggtaaggaaa ctgaaggaac ggcactttgc aatttacctt tttcatgtac agctccacca 

      241 catttggcag atcagtgcgt ggcttatagt tgccaaagaa ggtccccttc agggtccttt 

      301 cgttcaggaa gttcatcggg tgggtcttga actcagcgtc cttatgtggc acacccacca 

      361 gcacagcaac accccagccc tggatcacga gcgcggcagt tagaacatgc atgtctggat 

      421 gaagggaacc tggagaagga aagtagctga gagtgtatac atatacttac atcatgaaca 

      481 cattcgaaag cttggatcat agcattaatg ttgccagtgc attccacact gcggtcgacc 

      541 cctccgttgg tcatctcagc aagtacctag accataaagg aattattgaa tgttatggcc 

      601 aagttcagca taagctgtga taaccttttg ttgtcttggg taaagagaca gacctcctgc 

      661 actggcttgt tgtggtcttt tgggttcaca aattcagtgc aaccgaactt cctagctgaa 

      721 aaatgggaca gatggatgag ctaatgactt gtcgaaacaa cgtaataaaa tgactactca 

      781 gttattagac caagtccagt gtaaccaaac ttcctagctg aaaaaaatgg gacagatgga 

      841 tgagctactg acttgtcgaa acaacgtaat aaaatgacta ctcagttatt agaccaaggc 

      901 cagtgtaacc aaacttccta gctgaaaaaa tgggacaaat ggatgaacta ctgacttgtc 

      961 aaaataacgt aataaaatga ctactcagtt attcgaccaa ggcatgcctt cgatcgaagg 

     1021 gatacatcat acatatatac atatgtgtgt gtactgtacc ttcttcgaat ctgctggggt 

     1081 tcaggtcgac accaatgatc cttgacgctc cagcaatcct tgcaccttct gcagcctaac 

     1141 catgcgcagg gtaatcagat gcaaacccaa cacacattct cattgcaatt gaaattcata 

     1201 gaacaagcaa atcgtttcaa cacttacggc aagaccaacg gctcctaaac cgaaaacagc 
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     1261 cactgtcgaa cccttcggag gttttgcaac attaattgat gcaccaagac ctaaacagag 

     1321 aaagaatttg tgtaactcag catctcaaga taaatgtacc ccagcatcca caccaaaatg 

     1381 tagtaaatga acttaccggt agaaatacca cagctaagga cgcaaacttt atcaagggga 

     1441 gcctgagggt tgatctttgc aacacaaccc acatgcatga cggtgtactc gctgaaggtg 

     1501 gaagtcccaa caaagtggta gataggcttc ccattgattg aaaaccgcga cttgccatcg 

     1561 gcaatcatca caccgcggtc ggtgttgatc ctgagcagat cacacatgtt gctctctgcc 

     1621 gacttgcagt gggcacactc cttgcactcc ccagtgaaca caggaaggac atggtcgccc 

     1681 ggagctacgt cagtcacacc ctctccaaca ctctctatga tactggcaaa atcaagaaat 

     1741 ttcaggcggc tagaataagc aaatttgcct cagataacag atctaaaatg attctacaca 

     1801 accctagctg tacgtgcctt tgtatactga aaaaatagta agagtaaatt agctgaagaa 

     1861 actgctaatg aaagaatcat agataaatct gtcaaagtcc actgccagta acccagaaca 

     1921 tctgatgtcc acacagataa tatccaaccg ttggtatacc atttcaaaca aaaactattt 

     1981 cttctgactc ttccacatgc atctagtaaa acagtaaaca aagaccacca accataccca 

     2041 taaactcaga cgcaaaaaca taataaatat gcaaaatata aacacagcac atatatagtc 

     2101 agcaacatag tgaagtaaat cggggaatag aacataccct ccagcctcgt ggccaaagat 

     2161 ccgagggaac acgggagtct gcccctaaga cagataagcc gccaagaagg cgcaagtcaa 

     2221 ccgcgagttg ttgtatcata tctactgaca aagatcacaa atgggatggc tgattagata 

     2281 ccttggcctc ccagaagtag acgtcggtgt ggcagagcga ggtgaagagg atcttgacgc 

     2341 gcacctccat ggcctgcgga ggcgctacct ccacctcctc gatcgacagt ggcttgccgg 

     2401 cctcccatgc caccgcagct gcacgggtcc aggaaagcaa tcgcatagtc aagctaaatc 

     2461 atcaagatgc aaacttttcg cccttgctaa acacggtaaa attcgaatgg acatgtgtgg 

     2521 agcagcaaag gccttacgtc cgagaaacag ggccactcaa cgagttagtt aaattcaaag 

     2581 aaagaaacgc ctccttgcaa gttgcaacat tcctagatca tactaatgaa aatgacgtcc 

     2641 ttcattaaag aacagggaag atagattttt gctccataga tcgtatgatg tgttcagcca 

     2701 gactgtcgga tggaccacac ggtaatagca gtgctggacg atgttacatc gagaaagatt 

     2761 actagccttt tcatgggagt aaaggatata aaagaaataa gttcaccacg attgcaggat 

     2821 agcatacaag atcagcgcca ctgcggcact gttcatcgaa aaaaaactgt ggacgaagct 

     2881 ttccccaaaa ttactcaacg aatcataaac caagattagt cagatcaaga gacagaggag 

     2941 aaacaaggcg gacctttgca cttgatcacc ttccccgcgg tcgccat 
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