Parvovirus B19 DNA, patient 5, genome position 2980-3401
GenBank: Z70543.1
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LOCUS       Z70543                   421 bp    DNA     linear   VRL 14-JUL-2016
DEFINITION  Parvovirus B19 DNA, patient 5, genome position 2980-3401.
ACCESSION   Z70543
VERSION     Z70543.1
KEYWORDS    viral protein 1; VP1 gene.
SOURCE      Human parvovirus B19
  ORGANISM  Human parvovirus B19
            Viruses; Monodnaviria; Shotokuvirae; Cossaviricota;
            Quintoviricetes; Piccovirales; Parvoviridae; Parvovirinae;
            Erythroparvovirus; Erythroparvovirus primate1.
REFERENCE   1
  AUTHORS   Hemauer,A., Von Poblotzki,A., Gigler,A., Cassinotti,P., Siegl,G.,
            Wolf,H. and Modrow,S.
  TITLE     XXXSequence variability among different parvovirus B19 isolates
  JOURNAL   Unpublished
REFERENCE   2  (bases 1 to 421)
  AUTHORS   Hemauer,A.
  TITLE     Direct Submission
  JOURNAL   Submitted (03-APR-1996) A. Hemauer, Inst. f. Med. Mikrobiologie,
            und Hygiene, Franz-Josef- Strauss Allee 11, D- 93053 Regensburg,
            FRG
[bookmark: feature_Z70543.1][bookmark: comment_Z70543.1]FEATURES             Location/Qualifiers
     source          1..421
                     /organism="Human parvovirus B19"
                     /mol_type="genomic DNA"
                     /isolate="patient 5"
                     /db_xref="taxon:10798"
                     /map="2980-3401 nt"
     gene            <1..>421
                     /gene="vp1"
     CDS             <1..>421
                     /gene="vp1"
                     /codon_start=2
                     /product="viral protein 1"
                     /protein_id="CAA94455.1"
                     /db_xref="GOA:Q85134"
                     /db_xref="InterPro:IPR001403"
                     /db_xref="InterPro:IPR016184"
                     /db_xref="UniProtKB/TrEMBL:Q85134"
                     /translation="KNIKNETGFQAQVVKDYFTLKGAAAPVAHFQGSLPEVPAYNASE
                     KYPSMTSVNSAEASTGAGGGGSNPVKSMWSEGATFSANSVTCTFSRQFLIPYDPEHHY
                     KVFSPAASSCHNASGKEAKVCTISPIMGYSTPWRYLDF"
ORIGIN      
[bookmark: sequence_Z70543.1]        1 aaaaaatata aaaaatgaaa ctgggtttca agcacaagta gtaaaagact actttacttt
       61 aaaaggtgca gctgcccctg tggcccattt tcaaggaagt ttgccggaag ttcccgctta
      121 caacgcctca gaaaaatacc caagcatgac ttcagttaat tctgcagaag ccagcactgg
      181 tgcaggaggg gggggcagta atcctgttaa aagcatgtgg agtgaggggg ccacttttag
      241 tgccaactct gtaacttgta cattttccag acagttttta attccatatg acccagagca
      301 ccattataag gtgttttctc ccgcagcaag tagctgccac aatgccagtg gaaaggaggc
      361 aaaggtttgc accattagtc ccataatggg atactcaacc ccatggagat atttagattt
      421 t
//
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