
Mucor racemosus f. racemosus strain CBS 616.63 18S ribosomal RNA gene, partial 

sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal 

transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial 

sequence 

GenBank: JN205903.1 
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LOCUS       JN205903                 582 bp    DNA     linear   PLN 28-MAY-2020 

DEFINITION  Mucor racemosus f. racemosus strain CBS 616.63 18S ribosomal RNA 

            gene, partial sequence; internal transcribed spacer 1, 5.8S 

            ribosomal RNA gene, and internal transcribed spacer 2, complete 

            sequence; and 28S ribosomal RNA gene, partial sequence. 

ACCESSION   JN205903 

VERSION     JN205903.1 

KEYWORDS    . 

SOURCE      Mucor racemosus f. racemosus 

  ORGANISM  Mucor racemosus f. racemosus 

            Eukaryota; Fungi; Fungi incertae sedis; Mucoromycota; 

            Mucoromycotina; Mucoromycetes; Mucorales; Mucorineae; Mucoraceae; 

            Mucor. 
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FEATURES             Location/Qualifiers 

     source          1..582 

                     /organism="Mucor racemosus f. racemosus" 

                     /mol_type="genomic DNA" 

                     /strain="CBS 616.63" 

                     /culture_collection="CBS:616.63" 

                     /db_xref="taxon:91628" 

                     /note="forma: racemosus" 

     rRNA            <1..6 

                     /product="18S ribosomal RNA" 

     misc_RNA        7..216 

https://www.ncbi.nlm.nih.gov/nuccore/JN205903.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/JN205903.1?report=graph
https://www.ncbi.nlm.nih.gov/nucleotide/JN205903.1?report=genbank&log$=nuclalign&blast_rank=5&RID=S3G1DFN3014#goto409185305_0
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=91628
https://www.ncbi.nlm.nih.gov/pubmed/24027345
https://wi.knaw.nl/page/fungal_display/fields/name/CBS%20616.63
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=91628
https://www.ncbi.nlm.nih.gov/nuccore/JN205903.1?from=1&to=6
https://www.ncbi.nlm.nih.gov/nuccore/JN205903.1?from=7&to=216


                     /product="internal transcribed spacer 1" 

     rRNA            217..366 

                     /product="5.8S ribosomal RNA" 

     misc_RNA        367..558 

                     /product="internal transcribed spacer 2" 

     rRNA            559..>582 

                     /product="28S ribosomal RNA" 

ORIGIN       

        1 atcattaaat aatcaataat cttggcttgt ccattattat ctatttactg tgaactgtat 

       61 tattatttga catttgaggg atgttccaat gttataagga tagacattgg aaatgttaac 

      121 cgagtcataa tcaggtttag gcctggtatc ctattattat ttaccaaatg aattcagaat 

      181 taatattgta acatagacct aaaaaatcta taaaacaact tttaacaacg gatctcttgg 

      241 ttctcgcatc gatgaagaac gtagcaaagt gcgataacta gtgtgaattg catattcagt 

      301 gaatcatcga gtctttgaac gcaacttgcg ctcattggta ttccaatgag cacgcctgtt 

      361 tcagtatcaa aacaaaccct ctatccaact tttgttgtat aggattattg ggggcctctc 

      421 gatctgtata gatcttgaaa tccctgaaat ttactaaggc ctgaacttgt ttaaatgcct 

      481 gaactttttt ttaatataaa ggaaagctct tgtaattgac tttgatgggg cctcccaaat 

      541 aaatcttttt taaatttgat ctgaaatcag gcgggattac cc 

 

https://www.ncbi.nlm.nih.gov/nuccore/JN205903.1?from=217&to=366
https://www.ncbi.nlm.nih.gov/nuccore/JN205903.1?from=367&to=558
https://www.ncbi.nlm.nih.gov/nuccore/JN205903.1?from=559&to=582

