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1 atggagcaaa acccgcagtc acagctgaaa cttcttgtca cccgtggtaa ggagcaaggce

61 tatctgacct atgccgaggt caatgaccat ctgccggaag atatcgtcga ttcagatcag

121 atcgaagaca tcatccaaat gatcaacgac atgggcattc aggtgatgga agaagcaccg
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