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COMMENT     REVIEWED REFSEQ: This record has been curated by NCBI staff. The 

            reference sequence is identical to U00096. 

             

            On Nov 3, 2013 this sequence version replaced NC_000913.2. 

            Protein update by submitter; annotation updates are derived from 

            EcoCyc https://ecocyc.org/.  Suggestions for updates can be sent to 

            biocyc-support@ai.sri.com. This update was generated from a 

            collaboration  that includes EcoCyc, the University of Wisconsin, 

            UniProtKB/Swiss-Prot, and the National Center for Biotechnology 

            Information (NCBI). 

            COMPLETENESS: full length. 
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                     /organism="Escherichia coli str. K-12 substr. MG1655" 

                     /mol_type="genomic DNA" 

                     /strain="K-12" 

                     /sub_strain="MG1655" 

                     /db_xref="taxon:511145" 

     gene            1..1842 

                     /gene="rpoD" 

                     /locus_tag="b3067" 

                     /gene_synonym="alt; ECK3057" 

                     /db_xref="ASAP:ABE-0010070" 

                     /db_xref="ECOCYC:EG10896" 

                     /db_xref="GeneID:947567" 

     CDS             1..1842 

                     /gene="rpoD" 

                     /locus_tag="b3067" 

                     /gene_synonym="alt; ECK3057" 

                     /codon_start=1 

                     /transl_table=11 

                     /product="RNA polymerase sigma factor RpoD" 

                     /protein_id="NP_417539.1" 

                     /db_xref="UniProtKB/Swiss-Prot:P00579" 

                     /db_xref="ASAP:ABE-0010070" 

                     /db_xref="ECOCYC:EG10896" 

                     /db_xref="GeneID:947567" 

        1 atggagcaaa acccgcagtc acagctgaaa cttcttgtca cccgtggtaa ggagcaaggc 

       61 tatctgacct atgccgaggt caatgaccat ctgccggaag atatcgtcga ttcagatcag 

      121 atcgaagaca tcatccaaat gatcaacgac atgggcattc aggtgatgga agaagcaccg 
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      181 gatgccgatg atctgatgct ggctgaaaac accgcggacg aagatgctgc cgaagccgcc 

      241 gcgcaggtgc tttccagcgt ggaatctgaa atcgggcgca cgactgaccc ggtacgcatg 

      301 tacatgcgtg aaatgggcac cgttgaactg ttgacccgcg aaggcgaaat tgacatcgct 

      361 aagcgtattg aagacgggat caaccaggtt caatgctccg ttgctgaata tccggaagcg 

      421 atcacctatc tgctggaaca gtacgatcgt gttgaagcag aagaagcgcg tctgtccgat 

      481 ctgatcaccg gctttgttga cccgaacgca gaagaagatc tggcacctac cgccactcac 

      541 gtcggttctg agctttccca ggaagatctg gacgatgacg aagatgaaga cgaagaagat 

      601 ggcgatgacg acagcgccga tgatgacaac agcatcgacc cggaactggc tcgcgaaaaa 

      661 tttgcggaac tacgcgctca gtacgttgta acgcgtgaca ccatcaaagc gaaaggtcgc 

      721 agtcacgcta ccgctcagga agagatcctg aaactgtctg aagtattcaa acagttccgc 

      781 ctggtgccga agcagtttga ctacctggtc aacagcatgc gcgtcatgat ggaccgcgtt 

      841 cgtacgcaag aacgtctgat catgaagctc tgcgttgagc agtgcaaaat gccgaagaaa 

      901 aacttcatta ccctgtttac cggcaacgaa accagcgata cctggttcaa cgcggcaatt 

      961 gcgatgaaca agccgtggtc ggaaaaactg cacgatgtct ctgaagaagt gcatcgcgcc 

     1021 ctgcaaaaac tgcagcagat tgaagaagaa accggcctga ccatcgagca ggttaaagat 

     1081 atcaaccgtc gtatgtccat cggtgaagcg aaagcccgcc gtgcgaagaa agagatggtt 

     1141 gaagcgaact tacgtctggt tatttctatc gctaagaaat acaccaaccg tggcttgcag 

     1201 ttccttgacc tgattcagga aggcaacatc ggtctgatga aagcggttga taaattcgaa 

     1261 taccgccgtg gttacaagtt ctccacctac gcaacctggt ggatccgtca ggcgatcacc 

     1321 cgctctatcg cggatcaggc gcgcaccatc cgtattccgg tgcatatgat tgagaccatc 

     1381 aacaagctca accgtatttc tcgccagatg ctgcaagaga tgggccgtga accgacgccg 

     1441 gaagaactgg ctgaacgtat gctgatgccg gaagacaaga tccgcaaagt gctgaagatc 

     1501 gccaaagagc caatctccat ggaaacgccg atcggtgatg atgaagattc gcatctgggg 

     1561 gatttcatcg aggataccac cctcgagctg ccgctggatt ctgcgaccac cgaaagcctg 

     1621 cgtgcggcaa cgcacgacgt gctggctggc ctgaccgcgc gtgaagcaaa agttctgcgt 

     1681 atgcgtttcg gtatcgatat gaacaccgac tacacgctgg aagaagtggg taaacagttc 

     1741 gacgttaccc gcgaacgtat ccgtcagatc gaagcgaagg cgctgcgcaa actgcgtcac 



     1801 ccgagccgtt ctgaagtgct gcgtagcttc ctggacgatt aa 

// 


