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gatttcggtc atgagttcta cgaagcggag ctgaaatacc tggtggatca cgaatgggtc
cgccgcgccg acgacgccct gtggcgtcgce acaaaacaag gcatgtggct aaatgcggat
caacaatctc gtgtgagtca gtggctggtg gagtatacgc agcagaggtt atcgctggcg
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