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LOCUS       NC_000913               1506 bp    DNA     linear   CON 09-DEC-2025 

DEFINITION  Escherichia coli str. K-12 substr. MG1655, complete genome. 

ACCESSION   NC_000913 REGION: 3562013..3563518 

VERSION     NC_000913.3 

DBLINK      BioProject: PRJNA57779 

            BioSample: SAMN02604091 

KEYWORDS    RefSeq. 

SOURCE      Escherichia coli str. K-12 substr. MG1655 

  ORGANISM  Escherichia coli str. K-12 substr. MG1655 

            Bacteria; Pseudomonadati; Pseudomonadota; Gammaproteobacteria; 

            Enterobacterales; Enterobacteriaceae; Escherichia. 
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COMMENT     REVIEWED REFSEQ: This record has been curated by NCBI staff. The 

            reference sequence is identical to U00096. 

             

            On Nov 3, 2013 this sequence version replaced NC_000913.2. 

            Protein update by submitter; annotation updates are derived from 

            EcoCyc https://ecocyc.org/.  Suggestions for updates can be sent to 

            biocyc-support@ai.sri.com. This update was generated from a 

            collaboration  that includes EcoCyc, the University of Wisconsin, 

            UniProtKB/Swiss-Prot, and the National Center for Biotechnology 

            Information (NCBI). 

            COMPLETENESS: full length. 

FEATURES             Location/Qualifiers 

     source          1..1506 

                     /organism="Escherichia coli str. K-12 substr. MG1655" 

                     /mol_type="genomic DNA" 

                     /strain="K-12" 

                     /sub_strain="MG1655" 

                     /db_xref="taxon:511145" 

     gene            1..1506 

                     /gene="glpD" 

                     /locus_tag="b3426" 

                     /gene_synonym="ECK3412; glyD" 

                     /db_xref="ASAP:ABE-0011191" 

                     /db_xref="ECOCYC:EG10394" 

                     /db_xref="GeneID:947934" 

     CDS             1..1506 
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https://www.ncbi.nlm.nih.gov/nuccore/U00096
https://www.ncbi.nlm.nih.gov/nuccore/NC_000913.2
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https://www.ncbi.nlm.nih.gov/gene/947934
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                     /gene="glpD" 

                     /locus_tag="b3426" 

                     /gene_synonym="ECK3412; glyD" 

                     /EC_number="1.1.5.3" 

                     /codon_start=1 

                     /transl_table=11 

                     /product="aerobic glycerol 3-phosphate dehydrogenase" 

                     /protein_id="NP_417884.1" 

                     /db_xref="UniProtKB/Swiss-Prot:P13035" 

                     /db_xref="ASAP:ABE-0011191" 

                     /db_xref="ECOCYC:EG10394" 

                     /db_xref="GeneID:947934" 

                     /translation="METKDLIVIGGGINGAGIAADAAGRGLSVLMLEAQDLACATSSA 

                     SSKLIHGGLRYLEHYEFRLVSEALAEREVLLKMAPHIAFPMRFRLPHRPHLRPAWMIR 

                     IGLFMYDHLGKRTSLPGSTGLRFGANSVLKPEIKRGFEYSDCWVDDARLVLANAQMVV 

                     RKGGEVLTRTRATSARRENGLWIVEAEDIDTGKKYSWQARGLVNATGPWVKQFFDDGM 

                     HLPSPYGIRLIKGSHIVVPRVHTQKQAYILQNEDKRIVFVIPWMDEFSIIGTTDVEYK 

                     GDPKAVKIEESEINYLLNVYNTHFKKQLSRDDIVWTYSGVRPLCDDESDSPQAITRDY 

                     TLDIHDENGKAPLLSVFGGKLTTYRKLAEHALEKLTPYYQGIGPAWTKESVLPGGAIE 

                     GDRDDYAARLRRRYPFLTESLARHYARTYGSNSELLLGNAGTVSDLGEDFGHEFYEAE 

                     LKYLVDHEWVRRADDALWRRTKQGMWLNADQQSRVSQWLVEYTQQRLSLAS" 

ORIGIN       

        1 atggaaacca aagatctgat tgtgataggg ggcggcatca atggtgctgg tatcgcggca 

       61 gacgccgctg gacgcggttt atccgtgctg atgctggagg cgcaggatct cgcttgcgcg 

      121 acctcttccg ccagttcaaa actcattcac ggtggcctgc gctaccttga gcactatgaa 

      181 ttccgcctgg tcagcgaggc gctggctgaa cgtgaagtgc tgctgaaaat ggccccgcat 

      241 atcgccttcc cgatgcgttt tcgcctgcca catcgtccgc atctgcgccc ggcgtggatg 

      301 attcgcattg gtctgtttat gtacgatcat ctgggtaaac gcaccagctt gccgggatca 

      361 actggtttgc gttttggcgc aaattcagtg ttaaaaccgg aaattaagcg cggattcgaa 

      421 tattctgact gttgggtaga cgacgcccgt ctggtactcg ccaacgccca gatggtggtg 

      481 cgtaaaggcg gcgaagtgct tactcggact cgcgccacct ctgctcgccg cgaaaacggc 

      541 ctgtggattg tggaagcgga agatatcgat accggcaaaa aatatagctg gcaagcgcgc 

      601 ggcttggtta acgccaccgg cccgtgggtg aaacagttct tcgacgacgg gatgcatctg 

      661 ccttcgcctt atggcattcg cctgatcaaa ggcagccata ttgtggtgcc gcgcgtgcat 

      721 acccagaagc aagcctacat tctgcaaaac gaagataaac gtattgtgtt cgtgatcccg 

      781 tggatggacg agttttccat catcggcact accgatgtcg agtacaaagg cgatccgaaa 

      841 gcggtgaaga ttgaagagag tgaaatcaat tacctgctga atgtgtataa cacgcacttt 

      901 aaaaagcagt taagccgtga cgatatcgtc tggacctact ccggtgtgcg tccgctgtgt 

      961 gatgatgagt ccgactcgcc gcaggctatt acccgtgatt acacccttga tattcatgat 

     1021 gaaaatggca aagcaccgct gctgtcggta ttcggcggta agctgaccac ctaccgaaaa 

     1081 ctggcggaac atgcgctgga aaaactaacg ccgtattatc agggtattgg cccggcatgg 

     1141 acgaaagaga gtgtgctacc gggtggcgcc attgaaggcg accgcgacga ttatgccgct 

     1201 cgcctgcgcc gccgctatcc gttcctgact gaatcgctgg cgcgtcatta cgctcgcact 

     1261 tacggcagca acagcgagct gctgctcggc aatgcgggaa cggtaagcga tctcggggaa 

https://enzyme.expasy.org/EC/1.1.5.3
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c#SG11
https://www.ncbi.nlm.nih.gov/protein/16131300
https://www.uniprot.org/uniprot/P13035
http://biocyc.org/ECOLI/new-image?type=GENE&object=EG10394
https://www.ncbi.nlm.nih.gov/gene/947934


     1321 gatttcggtc atgagttcta cgaagcggag ctgaaatacc tggtggatca cgaatgggtc 

     1381 cgccgcgccg acgacgccct gtggcgtcgc acaaaacaag gcatgtggct aaatgcggat 

     1441 caacaatctc gtgtgagtca gtggctggtg gagtatacgc agcagaggtt atcgctggcg 

     1501 tcgtaa 
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