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     gene            1..465 

                     /gene="soxR" 

                     /locus_tag="b4063" 

                     /gene_synonym="ECK4055; marC" 

                     /db_xref="ASAP:ABE-0013316" 

                     /db_xref="ECOCYC:EG10957" 

                     /db_xref="GeneID:948566" 

ORIGIN       

        1 atggaaaaga aattaccccg cattaaagcg ctgctaaccc ccggcgaagt ggcgaaacgc 

       61 agcggtgtgg cggtatcggc gctgcatttc tatgaaagta aagggttgat taccagtatc 

      121 cgtaacagcg gcaatcagcg gcgatataaa cgtgatgtgt tgcgatatgt tgcaattatc 

      181 aaaattgctc agcgtattgg cattccgctg gcgaccattg gtgaagcgtt tggcgtgttg 

      241 cccgaagggc atacgttaag tgcgaaagag tggaaacagc tttcgtccca atggcgagaa 

      301 gagttggatc ggcgcattca taccttagtg gcgctgcgtg acgaactgga cggatgtatt 

      361 ggttgtggct gcctttcgcg cagtgattgc ccgttgcgta acccgggcga ccgcttagga 

      421 gaagaaggta ccggcgcacg cttgctggaa gatgaacaaa actaa 
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