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LOCUS       CP061527                 393 bp    DNA     linear   BCT 13-NOV-2020 

DEFINITION  Shigella dysenteriae strain HNCMB 20080 chromosome, complete 

            genome. 

ACCESSION   CP061527 REGION: 1789488..1789880 

VERSION     CP061527.1 

DBLINK      BioProject: PRJNA662859 

            BioSample: SAMN16094609 
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SOURCE      Shigella dysenteriae 

  ORGANISM  Shigella dysenteriae 

            Bacteria; Pseudomonadati; Pseudomonadota; Gammaproteobacteria; 

            Enterobacterales; Enterobacteriaceae; Shigella. 
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            ##Genome-Assembly-Data-START## 

            Assembly Method        :: Unicycler v. 0.4.7 

            Genome Representation  :: Full 

            Expected Final Version :: Yes 

            Genome Coverage        :: 170.0x 

            Sequencing Technology  :: Illumina MiSeq; Nanopore Minion 

            ##Genome-Assembly-Data-END## 

FEATURES             Location/Qualifiers 

     source          1..393 

                     /organism="Shigella dysenteriae" 

https://www.ncbi.nlm.nih.gov/nuccore/CP061527.1?report=fasta
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                     /mol_type="genomic DNA" 

                     /strain="HNCMB 20080" 

                     /host="Homo sapiens" 

                     /db_xref="taxon:622" 

                     /geo_loc_name="Hungary" 

                     /collection_date="1954" 

ORIGIN       

        1 atgtatcaca gatatggcat gcttttgaac atgaagagca cgccaacacc ttttccgcgt 

       61 tccttgaccg cctttccgat accgtctctg cacgcaatac ctccggattc cgtgaacagg 

      121 tcgctgcatg gctggaaaaa ctcagtgcct ctgcggagct tcgacagcag tctttcgcta 

      181 ttgctgctga tgccactgag agctgtgagg accgtgtcgc gctcacatgg aacaatctcc 

      241 ggaaaaccct cctggtccat caggcatcag aaggcctttt cgataatgat accggcgctc 

      301 tgctctccct gggcagggaa atgttccgcc tcgaaattct ggaggatatt gcccgggata 

      361 aagtcagaac tctccatttt gtggatgaga tag 
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