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     source          1..1759
                     /organism="Porcine circovirus 1"
                     /mol_type="genomic DNA"
                     /strain="SC-1"
                     /db_xref="taxon:133704"
                     /country="China"
     CDS             47..985
                     /codon_start=1
                     /product="rep"
[bookmark: _GoBack]                     /protein_id="ABD52438.1"
                     /translation="MPSKKSGPQPHKRWVFTLNNPSEEEKNKIRELPISLFDYFVCGE
                     EGLEEGRTPHLQGFANFAKKQTFNKVKWYFGARCHIEKAKGTDQQNKEYCSKEGHILI
                     ECGAPRNQGKRSDLSTAVSTLLETGSLVTVAEQFPVTYVRNFRGLAELLKVSGKMQQR
                     DWKTAVHVIVGPPGCGKSQWARNFAEPSDTYWKPSRNKWWDGYHGEEVVVLDDFYGWL
                     PWDDLLRLCDRYPLTVETKGGTVPFLARSILITSNQAPQEWYSSTAVPAVEALYRRIT
                     TLQFWKTAGEQSTEVPEGRFEAVDPPCALFPYKINY"
     CDS             complement(1022..1723)
                     /codon_start=1
                     /product="capsid protein"
                     /protein_id="ABD52439.1"
                     /translation="MTWPRRRYRRRRTRPRSHLGNILRRRPYLAHPAFGNRYRWRRKT
                     GIFNSRLSTEFVLTIKGGYSQPSWNVNYLKFNIGQFLPPSGGTNPLPLPFQYYRIRKA
                     KYEFYPRDPITSNQRGVGSTVVILDANFVTPSTNLAYDPYINYSSRHTIRQPFTYHSR
                     YFTPKPELDQTIDWFHPNNKRNQLWLHLNTHTNVEHTGLGYALQNAATAQNYVVRLTI
                     YVQFREFILKDPLNK"
ORIGIN      
[bookmark: sequence_DQ358813.1]        1 accagcgcac ttcggcagcg gcagcacctc ggcagcgtca gtgaaaatgc caagcaagaa
       61 aagcggcccg caaccccata agaggtgggt gttcaccctt aataatcctt ccgaggagga
      121 gaaaaacaaa atacgggagc ttccaatctc cctttttgat tattttgttt gcggagagga
      181 aggtttggaa gagggtagaa ctcctcacct ccaggggttt gcgaattttg ctaagaagca
      241 gacttttaac aaggtgaagt ggtattttgg tgcccgctgc cacatcgaga aagcgaaagg
      301 aaccgaccag cagaataaag aatactgcag taaagaaggc cacatactta tcgagtgtgg
      361 agctccgcgg aaccagggga agcgcagcga cctgtctact gctgtgagta cccttttgga
      421 gacggggtct ttggtgactg tagccgagca gttccctgta acgtatgtga gaaatttccg
      481 cgggctggct gaacttttga aagtgagcgg gaagatgcag cagcgtgatt ggaagacagc
      541 tgtacacgtc atagtgggcc cgcccggttg tgggaagagc cagtgggccc gtaattttgc
      601 tgagcctagc gacacctact ggaagcctag tagaaataag tggtgggatg gatatcatgg
      661 agaagaagtt gttgttttgg atgattttta tggctggtta ccttgggatg atctactgag
      721 actgtgtgac cggtatccat tgactgtaga gactaaaggg ggtactgttc cttttttggc
      781 ccgcagtatt ttgattacca gcaatcaggc cccccaggaa tggtactcct caactgctgt
      841 cccagctgta gaagctctct atcggaggat tactactttg caattttgga agactgctgg
      901 agaacaatcc acggaggtac ccgaaggccg atttgaagca gtggacccac cctgtgccct
      961 tttcccatat aaaataaatt actgagtctt ttttgttatc acatcgtaat ggtttttatt
     1021 tttatttatt tagagggtct tttaggataa attctctgaa ttgtacataa atagtcagcc
     1081 ttaccacata attttgggct gtggctgcat tttggagcgc atagccgagg cctgtgtgct
     1141 cgacattggt gtgggtattt aaatggagcc acagctggtt tcttttatta tttgggtgga
     1201 accaatcaat tgtttggtcc agctcaggtt tgggggtgaa gtacctggag tggtaggtaa
     1261 agggctgcct tatggtgtgg cgggaggagt agttaatata ggggtcatag gccaagttgg
     1321 tggagggggt tacaaagttg gcatccaaga taacaacagt ggacccaaca cctctttgat
     1381 tagaggtgat ggggtctctg gggtaaaatt catatttagc ctttctaata cggtagtatt
     1441 ggaaaggtag gggtaggggg ttggtgccgc ctgagggggg gaggaactgg ccgatgttga
     1501 atttgaggta gttaacattc caagatggct gcgagtatcc tccttttatg gtgagtacaa
     1561 attctgtaga aaggcgggaa ttgaagatac ccgtctttcg gcgccatctg taacggtttc
     1621 cgaaggcggg gtgtgccaaa tatggtcttc tccggaggat gtttccaaga tggctgcggg
     1681 ggcgggtcct tcttctgcgg taacgcctcc ttggccacgt catcctataa aagtgaaaga
     1741 agtgcgctgc tgtagtatt

