Candida albicans 18S ribosomal RNA gene, complete sequence
GenBank: AF114470.1
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LOCUS       AF114470                1632 bp    DNA     linear   PLN 25-MAR-1999
DEFINITION  Candida albicans 18S ribosomal RNA gene, complete sequence.
ACCESSION   AF114470
VERSION     AF114470.1
KEYWORDS    .
SOURCE      Candida albicans (Candida stellatoidea)
  ORGANISM  Candida albicans
            Eukaryota; Fungi; Dikarya; Ascomycota; Saccharomycotina;
            Pichiomycetes; Debaryomycetaceae; Candida/Lodderomyces clade;
            Candida.
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            albicans, CBS 562
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     source          1..1632
                     /organism="Candida albicans"
                     /mol_type="genomic DNA"
                     /strain="CBS 562"
                     /type_material="culture from neotype of Oidium albicans"
                     /db_xref="taxon:5476"
     rRNA            1..1632
                     /product="18S ribosomal RNA"
ORIGIN      
[bookmark: sequence_AF114470.1]        1 tcagttatcg tttatttgat agtaccttac tacttggata accgtggtaa ttctagagct
       61 aatacatgct taaaatcccg actgtttgga agggatgtat ttattagata aaaaatcaat
      121 gccttcgggc tctttgatga ttcataataa cttttcgaat cgcatggcct tgtgctggcg
      181 atggttcatt caaatttctg ccctatcaac tttcgatggt aggatagtgg cctaccatgg
      241 tttcaacggg taacggggaa taagggttcg attccggaga gggagcctga gaaacggcta
      301 ccacatccaa ggaaggcagc aggcgcgcaa attacccaat cccgacacgg ggaggtagtg
      361 acaataaata acgatacagg gcccttttgg gtcttgtaat tggaatgagt acaatgtaaa
      421 taccttaacg aggaacaatt ggagggcaag tctggtgcca gcagccgcgg taattccagc
[bookmark: _GoBack]      481 tccaaaagcg tatattaaag ttgttgcagt taaaaagctc gtagttgaac cttgggcttg
      541 gctggccggt ccatcttttt gatgcgtact ggacccagcc gagcctttcc ttctgggtag
      601 ccatttatgg cgaaccagga cttttacttt gaaaaaatta gagtgttcaa agcaggcctt
      661 tgctcgaata tattagcatg gaataataga ataggacgtt atggttctat tttgttggtt
      721 tctaggacca tcgtaatgat taatagggac ggtcgggggt atcagtattc agttgtcaga
      781 ggtgaaattc ttggatttac tgaagactaa ctactgcgaa agcatttacc aaggacgttt
      841 tcattaatca agaacgaaag ttaggggatc gaagatgatc agataccgtc gtagtcttaa
      901 ccataaacta tgccgactag ggatcggttg ttgttctttt attgacgcaa tcggcacctt
      961 acgagaaatc aaagtctttg ggttctgggg ggagtatggt cgcaaggctg aaacttaaag
     1021 gaattgacgg aagggcacca ccaggagtgg agcctgcggc ttaatttgac tcaacacggg
     1081 gaaactcacc aggtccagac acaataagga ttgacagatt gagagctctt tcttgatttt
     1141 gtgggtggtg gtgcatggcc gttcttagtt ggtggagtga tttgtctgct taattgcgat
     1201 aacgaacgag accttaacct actaaatagt gctgctagca tttgctggta tagtcacttc
     1261 ttagagggac tatcgacttc aagtcgatgg aagtttgagg caataacagg tctgtgatgc
     1321 ccttagacgt tctgggccgc acgcgcgcta cactgacgga gccagcgagt ataagccttg
     1381 gccgagaggt ctgggaaatc ttgtgaaact ccgtcgtgct ggggatagag cattgtaatt
     1441 gttgctcttc aacgaggaat tcctagtaag cgcaagtcat cagcttgcgt tgattacgtc
     1501 cctgcccttt gtacacaccg cccgtcgcta ctaccgattg aatggcttag tgaggcctcc
     1561 ggattggttt aggaaagggg gcaactncat tctggaaccg agaagctggt caaacttggt
     1621 catttagagg aa

