Candida metapsilosis mitochondrion, complete genome
NCBI Reference Sequence: NC_006971.1

FASTA Graphics 

Go to:
LOCUS       NC_006971               1668 bp    DNA     linear   PLN 03-APR-2023
DEFINITION  Candida metapsilosis mitochondrion, complete genome.
ACCESSION   NC_006971 REGION: 19634..21301
VERSION     NC_006971.1
DBLINK      BioProject: PRJNA927338
KEYWORDS    RefSeq.
SOURCE      mitochondrion Candida metapsilosis
  ORGANISM  Candida metapsilosis
            Eukaryota; Fungi; Dikarya; Ascomycota; Saccharomycotina;
            Pichiomycetes; Debaryomycetaceae; Candida/Lodderomyces clade;
            Candida.
REFERENCE   1  (bases 1 to 1668)
  AUTHORS   Kosa,P., Valach,M., Tomaska,L., Wolfe,K.H. and Nosek,J.
  TITLE     Complete DNA sequences of the mitochondrial genomes of the
            pathogenic yeasts Candida orthopsilosis and Candida metapsilosis:
            insight into the evolution of linear DNA genomes from mitochondrial
            telomere mutants
  JOURNAL   Nucleic Acids Res. 34 (8), 2472-2481 (2006)
   PUBMED   16684995
  REMARK    Publication Status: Online-Only
REFERENCE   2  (bases 1 to 1668)
  CONSRTM   NCBI Genome Project
  TITLE     Direct Submission
  JOURNAL   Submitted (19-APR-2005) National Center for Biotechnology
            Information, NIH, Bethesda, MD 20894, USA
REFERENCE   3  (bases 1 to 1668)
  AUTHORS   Kosa,P., Wolfe,K.H. and Nosek,J.
  TITLE     Direct Submission
  JOURNAL   Submitted (15-MAR-2005) Biochemistry, Comenius University, Mlynska
            dolina CH-1, Bratislava 84215, Slovakia
COMMENT     PROVISIONAL REFSEQ: This record has not yet been subject to final
            NCBI review. The reference sequence was derived from AY962591.
            COMPLETENESS: full length.
FEATURES             Location/Qualifiers
     source          1..1668
                     /organism="Candida metapsilosis"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /strain="MCO448"
                     /db_xref="taxon:273372"
     gene            <1
                     /gene="nad4L"
                     /locus_tag="Camefp12"
                     /db_xref="GeneID:3354777"
     CDS             <1
                     /gene="nad4L"
                     /locus_tag="Camefp12"
                     /note="Nad4L"
                     /codon_start=2
                     /transl_table=4
                     /product="NADH dehydrogenase subunit 4L"
                     /protein_id="YP_227563.1"
                     /db_xref="GeneID:3354777"
                     /translation="MLALISILLLFYISQNNLITLLIAIEILLLTVTVKLIYMGSVYD
                     DIYGTIFSIVIIILAGAESAIGLSILVSYYRLRGKVGHTI"
     gene            1..1668
                     /gene="nad5"
                     /locus_tag="Camefp13"
                     /db_xref="GeneID:3354786"
     CDS             1..1668
                     /gene="nad5"
                     /locus_tag="Camefp13"
                     /note="Nad5"
                     /codon_start=1
                     /transl_table=4
                     /product="NADH dehydrogenase subunit 5"
                     /protein_id="YP_227564.1"
                     /db_xref="GeneID:3354786"
                     /translation="MFQYLYYIWEEPISISLGNWLNIGDIIIPYGLSLDSLAMTVMIP
                     VGIVTLCVLLYAIEYMSHDPNRNTFYIILSVFAIFMTILVVSDNYIMMFIGWEFVGVI
                     SYLLISFWSTRIAAMKAALSAILLNRMGDTFFMLALGIFLSYFHAVDFDTLSLAAPYT
                     NTLILNILSLLLLLAATAKSAQLGLHAWLLQAMEGPTPVSALLHAATMVCAGVYVLVR
                     SYFILEYAPSLLIGICWLGGVTTLVSGLIAIVTNDIKKVIALSTMSQLSIMVLAIGIS
                     SYDLAIYHLYCHAFFKALLFMGAGSVIHSYISETQDMRKYGGLVNYLPFSYTAILIAS
                     LSLMAIPGLTGYYSKDIIIESLYGTYTFSGYILYYMAVGSATLTSLYSIRVLYLTFYN
                     NPNSNKATYQHIHENIRMLIPMVILVIYSIFIGFNRDNVIGHYALTLPANNSFIETEF
                     TLPWYIKLLPLILGLSLSLILVYIYEYAYKVRPSTIYNYFNNKIYYDQLLNNVIIRKT
                     LIFGGYLNTYIDNGLLKVLGSTGISRALTYVNIGIFLNLLYLFFFYR"
ORIGIN      
        1 atgttccaat atctttatta tatttgagaa gagcctatct ctattagtct tggtaattga
       61 ttaaatatcg gtgatattat tattccttat ggtttatctc ttgattcttt agctatgact
      121 gttatgatcc ctgttggtat cgttacttta tgtgttcttt tatatgctat tgaatatatg
      181 agtcatgacc ctaatcgtaa tactttttat atcatcttaa gtgtctttgc tatttttatg
      241 actatcttag ttgttagtga taattatatt atgatgttta ttggttgaga atttgttgga
      301 gttatttctt atttattaat ttcattctga tcaactagaa ttgctgctat gaaagctgct
      361 ttatcagcta tcttattaaa tcgtatgggt gatacattct ttatgttagc tttaggtata
      421 ttcttaagtt atttccatgc tgttgatttt gatactttat cattagctgc tccttatact
      481 aatactttaa tattaaatat attaagttta ttattattat tagctgctac tgctaaaagt
      541 gctcaattag gtttacatgc ttgattactt caagctatgg aaggtcctac tcctgttagt
      601 gctttattac atgctgctac tatggtttgt gccggagttt atgttcttgt tagatcatat
      661 ttcatcttag aatatgctcc ttctttatta attggtattt gttgattagg tggtgttact
      721 actttagtta gtggtttaat cgctattgtt actaatgata ttaaaaaagt tattgcttta
      781 tctactatgt ctcaattaag tattatggta ttagctatcg gtattagttc atatgattta
      841 gctatttatc atttatattg tcatgctttc tttaaagctt tattattcat gggtgctggt
      901 tctgttattc atagttatat atctgaaaca caagatatgc gtaaatatgg tggtttagtt
      961 aattatttac catttagtta tactgctatc ttaattgctt ctttatcttt aatggctata
     1021 cctggtttaa ctggatatta ttcaaaagat atcattattg aatcattata tggtacttat
     1081 acatttagtg gttatatttt atattatatg gctgttggtt ctgctacact tactagttta
     1141 tattctatta gagttttata tttaactttc tataataatc ctaatagtaa taaagctaca
[bookmark: _GoBack]     1201 tatcaacata tacatgaaaa tatacgtatg ttaataccta tggttatttt agtaatttat
     1261 agtatcttta ttggatttaa tagagataat gttataggtc attatgcttt aacattacca
     1321 gctaataata gttttattga aactgaattt acattaccat gatatattaa attattacca
     1381 ttaatattag gtttatcttt atcattaata ttagtatata tatatgaata tgcttataaa
     1441 gtaagaccat caactatata taattacttt aataacaaaa tttattatga tcaattatta
     1501 aataatgtta ttatacgtaa aacattaata tttggtggat atttaaatac atatattgat
     1561 aatggtttat taaaagtttt aggatctact ggtattagta gagcattaac atatgttaat
     1621 attggtatat tcttaaattt attatattta ttcttctttt ataggtag
//

