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LOCUS NC 006971 1668 bp DNA linear PLN 03-APR-2023
DEFINITION Candida metapsilosis mitochondrion, complete genome.
ACCESSION NC 006971 REGION: 19634..21301
VERSION NC 006971.1
DBLINK BioProject: PRJNA927338
KEYWORDS RefSeq.
SOURCE mitochondrion Candida metapsilosis
ORGANISM Candida metapsilosis
Eukaryota; Fungi; Dikarya; Ascomycota; Saccharomycotina;
Pichiomycetes; Debaryomycetaceae; Candida/Lodderomyces clade;
Candida.
REFERENCE 1 (bases 1 to 1668)
AUTHORS Kosa,P., Valach,M., Tomaska,L., Wolfe,K.H. and Nosek,J.
TITLE Complete DNA sequences of the mitochondrial genomes of the
pathogenic yeasts Candida orthopsilosis and Candida metapsilosis:
insight into the evolution of linear DNA genomes from
mitochondrial
telomere mutants
JOURNAL Nucleic Acids Res. 34 (8), 2472-2481 (2006)
PUBMED 16684995
REMARK Publication Status: Online-Only
REFERENCE 2 (bases 1 to 1668)
CONSRTM NCBI Genome Project
TITLE Direct Submission
JOURNAL Submitted (19-APR-2005) National Center for Biotechnology
Information, NIH, Bethesda, MD 20894, USA
REFERENCE 3 (bases 1 to 1668)
AUTHORS Kosa,P., Wolfe,K.H. and Nosek,J.
TITLE Direct Submission

JOURNAL Submitted (15-MAR-2005) Biochemistry, Comenius University,

Mlynska
dolina CH-1, Bratislava 84215, Slovakia
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FEATURES Location/Qualifiers
source 1..1668

/organism="Candida metapsilosis"



/organelle="mitochondrion"
/mol type="genomic DNA"
/strain="MC0448"
/db_xref="taxon:273372"

gene <1

/gene="nad4L"
/locus_tag="Camefpl2"
/db _xref="GeneID:3354777"

CDS <1

/gene="nad4L"

/locus_tag="Camefpl2"

/note="Nad4Ll"

/codon_start=2

/transl table=4

/product="NADH dehydrogenase subunit 4L"
/protein id="YP 227563.1"

/db_xref="GeneID:3354777"
/translation="MLALISILLLFYISQNNLITLLIAIEILLLTVTVKLIYMGSVYD
DIYGTIFSIVIIILAGAESAIGLSILVSYYRLRGKVGHTI"

gene 1..1668

/gene="nad5"
/locus_tag="Camefpl3"
/db_xref="GeneID:3354786"

CDS 1..1668

ORIGIN

/gene="nad5"

/locus_tag="Camefpl3"

/note="Nad5"

/codon_start=1

/transl table=4

/product="NADH dehydrogenase subunit 5"
/protein id="YP 227564.1"

/db_xref="GeneID:3354786"
/translation="MFQYLYYIWEEPISISLGNWLNIGDIIIPYGLSLDSLAMTVMIP
VGIVTLCVLLYAIEYMSHDPNRNTEFYIILSVFAIFMTILVVSDNYIMMEFIGWEFVGVI
SYLLISFWSTRIAAMKAALSAILLNRMGDTFFMLALGIFLSYFHAVDEDTLSLAAPYT
NTLILNILSLLLLLAATAKSAQLGLHAWLLQAMEGPTPVSALLHAATMVCAGVYVLVR
SYFILEYAPSLLIGICWLGGVTTLVSGLIAIVTNDIKKVIALSTMSQLSIMVLAIGIS
SYDLAIYHLYCHAFFKALLFMGAGSVIHSYISETQODMRKYGGLVNYLPESYTAILIAS
LSLMAIPGLTGYYSKDIIIESLYGTYTFSGYILYYMAVGSATLTSLYSIRVLYLTFYN
NPNSNKATYQHIHENIRMLIPMVILVIYSIFIGFNRDNVIGHYALTLPANNSFIETEF
TLPWYIKLLPLILGLSLSLILVYIYEYAYKVRPSTIYNYENNKIYYDQLLNNVIIRKT
LIFGGYLNTYIDNGLLKVLGSTGISRALTYVNIGIFLNLLYLFFEFYR"

1 atgttccaat atctttatta tatttgagaa gagcctatct ctattagtct tggtaattga
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