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     source          1..15481
                     /organism="Hyphantria cunea"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /db_xref="taxon:39466"
                     /dev_stage="pupa"
                     /geo_loc_name="China: Liaoning"
     tRNA            1..67
                     /product="tRNA-Met"
     tRNA            68..136
                     /product="tRNA-Ile"
     tRNA            complement(148..216)
                     /product="tRNA-Gln"
     gene            267..1277
                     /gene="ND2"
     CDS             267..1277
                     /gene="ND2"
                     /codon_start=1
                     /transl_table=5
                     /product="NADH dehydrogenase subunit 2"
                     /protein_id="ADD53018.1"
                     /translation="MFSSNSSKMFFFFILINSTLIAISSNSWFGCWIGLEINLLSFIP
                     LISNSNNLLATEASLKYFLTQSIASINFLFSILLKMILLKNFEMVFFLSIMINSSMLM
                     KMGSAPFHFWFPNIVEGLTWINNFILMTWQKITPMIILSYYFNKNFILFIIIMNVIIG
                     ALGGLNQTSLRKLMAFSSINNLGWMLSAIMITENLWLFYLLMYTFMISIMFFLFYILN
                     MFYINQLFINNLTPLIKINLLINFLSLGGLPPFIGFFPKWIIINFLTMNKMYFKFKIM
                     IMISLIVLFYYIRIIYSIFMMNYLKIKWLKMFIKNNNFSLINIFSFFSFFGMIISTLF
                     FM"
     tRNA            1296..1364
                     /product="tRNA-Trp"
     tRNA            complement(1357..1419)
                     /product="tRNA-Cys"
     tRNA            complement(1424..1489)
                     /product="tRNA-Tyr"
     gene            <1501..3034
                     /gene="COI"
     CDS             <1501..3034
                     /gene="COI"
                     /note="start codon not determined; TAA stop codon is
                     completed by the addition of 3' A residues to the mRNA"
                     /codon_start=1
                     /transl_except=(pos:3034,aa:TERM)
                     /transl_table=5
                     /product="cytochrome c oxidase subunit I"
                     /protein_id="ADD53019.1"
                     /translation="RKWLYSTNHKDIGTLYFIFGIWAGMVGTSLSLLIRAELGNPGSL
                     IGDDQIYNTIVTAHAFIMIFFMVMPIMIGGFGNWLVPLMLGAPDMAFPRMNNMSFWLL
                     PPSLTLLISSSIVENGAGTGWTVYPPLSSNIAHGGSSVDLAIFSLHLAGISSILGAIN
                     FITTIINMRLNNLSFDQMPLFVWAVGITAFLLLLSLPVLAGAITMLLTDRNLNTSFFD
                     PAGGGDPILYQHLFWFFGHPEVYILILPGFGMISHIISQESGKKETFGCLGMIYAMLA
                     IGLLGFIVWAHHMFTVGMDIDTRAYFTSATMIIAVPTGIKIFSWLATFHGTQINYSPS
                     ILWSLGFVFLFTVGGLTGVILSNSSIDITLHDTYYVVAHFHYVLSMGAVFAIMGGFIH
                     WYPLFTGLSMNPFLLKIQFFVMFIGVNLTFFPQHFLGLAGMPRRYSDYPDSYISWNII
                     SSLGSYISLLAVMFMLIIIWESMINQRIALFSLNMPSSIEWYQNMPPAEHSYNELPIL
                     SNN"
     tRNA            3035..3100
                     /product="tRNA-Leu"
     gene            3101..3782
                     /gene="COII"
     CDS             3101..3782
                     /gene="COII"
                     /note="TAA stop codon is completed by the addition of 3' A
                     residues to the mRNA"
                     /codon_start=1
                     /transl_except=(pos:3782,aa:TERM)
                     /transl_table=5
                     /product="cytochrome c oxidase subunit II"
                     /protein_id="ADD53020.1"
                     /translation="MATWSNLNLQNGASPLMEQIIFFHDHTLIILIMITILVGYLMMS
                     LLFNKYINRYLLEGQMIEIIWTILPAITLIFIALPSLRLWYLLDELNSPLITLKSIGH
                     QWYWSYEYSDFNNIEFDSYMIPSNEMNKNNFRLLDVDNRIVLPMNNQIRIMVTATDVI
                     HSWTIPSLGVKVDANPGRLNQTNFFINRPGIFYGQCSEICGANHSFMPIVIESISIKN
                     FINWINNFY"
     tRNA            3783..3853
                     /product="tRNA-Lys"
     tRNA            3853..3918
                     /product="tRNA-Asp"
     gene            3919..4080
                     /gene="ATP8"
     CDS             3919..4080
                     /gene="ATP8"
                     /codon_start=1
                     /transl_table=5
                     /product="ATP synthase F0 subunit 8"
                     /protein_id="ADD53021.1"
                     /translation="MPQMMPINWLMSFFFFLLIYLIFNILNYYIFNNLNNKNNKKTIN
                     KNKNLNWKW"
     gene            4074..4751
                     /gene="ATP6"
     CDS             4074..4751
                     /gene="ATP6"
                     /codon_start=1
                     /transl_table=5
                     /product="ATP synthase F0 subunit 6"
                     /protein_id="ADD53022.1"
                     /translation="MMSNLFSIFDPSTNLMNMSLNWISTMLGILFIPYSFWLIPNRHY
                     YFWNFILQKLHNEFKTLLKNNYFQGSTFIFISMFSFILFNNFLGLFPYIFTSTSHLTL
                     SLSISLPLWMSFMIYGWINNSQHMFIHMIPQGTPPILMPFMVLIETISNIIRPGTLAV
                     RLTANMIAGHLLMTLLSGTGPNMNHYMIMMLILIQVLLLILESAVAIIQSYVIAILST
                     LYSSEVN"
     gene            4756..5547
                     /gene="COIII"
     CDS             4756..5547
                     /gene="COIII"
                     /codon_start=1
                     /transl_table=5
                     /product="cytochrome c oxidase subunit III"
                     /protein_id="ADD53023.1"
                     /translation="MKMNNYNHPFHLVDYSPWPLTGAIGVLTLVTGMVKWFHNFNMNL
                     LILGYMIIILTMYQWWRDVCREGTLQGKHTILVVKGLRWGMILFIVSEIFFFLSFFWA
                     FFHSSLSPNIEIGAMWPPTSIIPFNPFQIPLLNTIILISSGVSVTWAHHALMENNNSQ
                     TTQGLFITIMLGIYFTILQAYEYFEAPFTIADSIYGSTFFMATGFHGLHVIIGTMFLL
                     VCLIRHLNNHFSKTHHFGFEAAAWYWHFVDVVWLFLYISIYWWGN"
     tRNA            5557..5621
                     /product="tRNA-Gly"
     gene            5622..5975
                     /gene="ND3"
     CDS             5622..5975
                     /gene="ND3"
                     /codon_start=1
                     /transl_table=5
                     /product="NADH dehydrogenase subunit 3"
                     /protein_id="ADD53024.1"
                     /translation="MITMLNIFILIMMISNIMMMLSIILSKKSFSDREKSSPFECGFD
                     PKSSARIPFSLHFFLITIIFLIFDVEIALILPIIPLFKMVNFILWTKIIFFFIIILIV
                     GLYHEWNQNMLNWTN"
     tRNA            5976..6042
                     /product="tRNA-Ala"
     tRNA            6050..6116
                     /product="tRNA-Arg"
     tRNA            6122..6188
                     /product="tRNA-Asn"
     tRNA            6198..6263
                     /product="tRNA-Ser"
     tRNA            6285..6352
                     /product="tRNA-Glu"
     tRNA            complement(6351..6418)
                     /product="tRNA-Phe"
     gene            complement(6422..8167)
                     /gene="ND5"
     CDS             complement(6422..8167)
                     /gene="ND5"
                     /codon_start=1
                     /transl_table=5
                     /product="NADH dehydrogenase subunit 5"
                     /protein_id="ADD53025.1"
                     /translation="MNNMKYSICYISFFFLFILMMMVNFFNNNMFYYNNMVVFLEWEI
                     ISLNSNMVVMSILLDWMSLLFMMFVFLISSVVIYYSKSYMSSELNLSRFIILVLLFVS
                     SMMLLIISPNIISILLGWDGLGLVSYLLVIYYQNLKSYNAGMLTALSNRIGDVLILMV
                     ISWMLNYGSWNYIFYLEFMKNDWEMKLISSMIILAAMTKSAQIPFSSWLPAAMAAPTP
                     VSALVHSSTLVTAGVYLLIRFNYLLVDTFFLKSLLLLSGLTMFMAGISANYEFDLKKI
                     IALSTLSQLGLMMSILSMGLPNLAFFHLLTHAMFKALLFMCAGVIIHLMNDIQDIRFM
                     GGISLYVPLTSLCMNISNMALCGIPFLAGFYSKDLILELVSFSNLNLLIFFLYYISTG
                     LTMFYTVRLTMYLMVNDFNLISIYNLYDEDYIMLKSMFILLFMSVVSGSFLSWVIFSY
                     PYMIYLPFNLKMMVIYISLLGGVLGYLVSNMGIYSINKFIITYNLSNFLSLMWFMPNL
                     STYGVSYYFLNFSQTLLKVVDMGWSEVYSGWGMMKIIKNYSIFYSLFEMNNLKIYLFS
                     FILWMMLLLMLLLLL"
     tRNA            complement(8168..8235)
                     /product="tRNA-His"
     gene            complement(8236..9574)
                     /gene="ND4"
     CDS             complement(8236..9574)
                     /gene="ND4"
                     /note="TAA stop codon is completed by the addition of 3' A
                     residues to the mRNA"
                     /codon_start=1
                     /transl_except=(pos:complement(8236),aa:TERM)
                     /transl_table=5
                     /product="NADH dehydrogenase subunit 4"
                     /protein_id="ADD53026.1"
                     /translation="MMKFLMMMMFMIPFCFMKNMFWLVQMMLFMMMFLFMNLMMDFGL
                     FCNLSYMLSCDIVTYGLILLSVWISILMIMASENLFKMNFYTNFFLFNVIFLLIMLYL
                     TFSSMNMFMFYLYFEGSLIPTLMLIVGWGYQPERIKAGMYLLFYTLFVSLPLLMGIMF
                     MYSEMYSMMIYFLKFLNMNMFMLYFCMIMAFLVKMPMYFVHLWLPKAHVEAPVSGSMI
                     LAGIMLKLGGYGLFRLMIFLQEVNLKFNYISIVISLIGGFYISLKCFSQVDIKSLIAY
                     SSVAHMSLVISGIMIMNYWGFVGSYIMMIGHGLCSSGMFCLANISYERLHSRSLYINK
                     GMMNFMPSMSLWWFLLMSSNMAAPPSLNLMGEISLINCLMSWSWLSMIMLMMISFFSA
                     GYSLYLYSFVQHGKYYSGIYSYYTGVCREYLMLMLHWLPLNFMIMKIDYSMIWF"
     gene            complement(9575..9862)
                     /gene="ND4L"
     CDS             complement(9575..9862)
                     /gene="ND4L"
                     /codon_start=1
                     /transl_table=5
                     /product="NADH dehydrogenase subunit 4L"
                     /protein_id="ADD53027.1"
                     /translation="MMIYMWFIFIMMFIIGNLIFVLKHKHLLIVLLSLEFIVLSLFFF
                     LLIYLSYIEFDMFMLMVFLVFSVCEGALGLSILVSMIRTHGNDYFQSYNIL"
     tRNA            9868..9932
                     /product="tRNA-Thr"
     tRNA            complement(9933..9997)
                     /product="tRNA-Pro"
     gene            10005..10535
                     /gene="ND6"
     CDS             10005..10535
                     /gene="ND6"
                     /codon_start=1
                     /transl_table=5
                     /product="NADH dehydrogenase subunit 6"
                     /protein_id="ADD53028.1"
                     /translation="MTKMLLSFIIIFISFFMLFLNNPLSMGLMILMQTLMTCLISGMV
                     IKTYWFSYVLFLIFLGGLLVLFIYVSSIASNELFKPSFNLKIIFMMSLFTMIILQFIY
                     MNNLYWLNFSFNSDMNNLFLFDMFINNENKINLSKLYNNQTFMIMLMLIIYLFITLIA
                     VVKITNIFYGPLRSKI"
     gene            10549..11697
                     /gene="CYTB"
     CDS             10549..11697
                     /gene="CYTB"
                     /codon_start=1
                     /transl_table=5
                     /product="cytochrome b"
                     /protein_id="ADD53029.1"
                     /translation="MNKNFSLLRKTHPIIKILNGSLIDLPSPSNISYWWNFGSLLAFC
                     LIIQILTGLFLTMYYTANIELAFYSVNYICRNVNYGWLIRTLHANGASFFFMCIYLHI
                     GRGIYYESFNLKHTWMIGVIILFLLMATAFMGYVLPWGQMSFWGATVITNLLSAIPYL
                     GSMLVNWIWGGFAVDNATLTRFYTFHFLLPFIILMMTMIHLLFLHQTGSNNPLGLNSN
                     YDKIPFHPFFTYKDLIGAIIMLSMLILLTLTNPYLLGDPDNFIPANPLVTPVHIQPEW
                     YFLFAYAILRSIPNKLGGVIALIMSILILIILPFTFNKKIQGIQFYPINQILFWSLMT
                     MIILLTWIGARPVETPYIFTGQLLTFFYFSYFIINPLMNKYWDNLIFN"
     tRNA            11715..11782
                     /product="tRNA-Ser"
     gene            complement(11817..12755)
                     /gene="ND1"
     CDS             complement(11817..12755)
                     /gene="ND1"
                     /codon_start=1
                     /transl_table=5
                     /product="NADH dehydrogenase subunit 1"
                     /protein_id="ADD53030.1"
                     /translation="MLFYDIYMVFIGLLILIIGVLIGIAFLTLLERKVLGYIQIRKGP
                     NKLGILGILQPFSDVIKLFTKEQTYPNFSNYIMYYFSPVFGFILSLMVWSVIPYYFNL
                     LSFNLGLLFILCCMSLGVYTVMIAGWSSNSNYALLGGLRAVAQTISYEVSLFMILLSS
                     VILIMDYNLLMYEYYQKLIWFMFLMFPLGLCWISSMLAETNRTPFDFAEGESELVSGF
                     NVEYSSGGFALIFLAEYSSILFMSLLFVLIYMGGYMLNIMFYMKLLFISFLFIWVRGT
                     LPRYRYDKLMYLAWKSYLPISLNFLLFFLGLKIYLA"
     tRNA            complement(12757..12824)
                     /product="tRNA-Leu"
     rRNA            complement(12825..14250)
                     /product="large subunit ribosomal RNA"
     tRNA            complement(14251..14316)
                     /product="tRNA-Val"
     rRNA            complement(14317..15124)
                     /product="small subunit ribosomal RNA"
     D-loop          15125..15481
                     /note="A+T rich region"
ORIGIN      
[bookmark: sequence_GU592049.1]        1 ttaaaaataa gctaaaataa gcttttgggt tcatacccca aatataaagg aaatcctttt
       61 ttttaaaaat aaagtgcctg attaaaggat tattctgata gaataaatta agtaaattat
      121 tatattacct ttattaatat ttttttttta tattttatag aattaaacta tatccaacaa
      181 tatcaaaaat tattgtgcat cttacactaa aatataattt ctataataat gatcttaaat
      241 tcataataat ttttttttta ttttaaattt tttcaagaaa ttcttcaaaa atattttttt
      301 tttttatttt aattaataga actttaattg caatctcatc taattcttga tttggatgtt
      361 gaatcggatt agaaattaac ttacttagat ttattccctt aatttctaac tcaaataatt
      421 tattagctac tgaagcctca ttaaaatatt ttttaacaca atcaattgca tctattaatt
      481 ttttattttc tattttatta aaaataattt tattaaaaaa ttttgaaata gttttttttc
      541 tttctattat aattaactct tccatattaa taaaaatagg atctgcccct tttcattttt
      601 gatttcctaa tattgttgaa ggattaactt gaattaataa ttttatttta ataacatgac
      661 aaaaaattac ccccataatt attttatcat attattttaa taaaaatttt attttattta
      721 tcattattat aaatgtaatt attggtgctt taggaggttt aaaccaaact tcactacgaa
      781 aactaatagc tttttcgtct attaacaatt taggttgaat attatctgca attataatta
      841 cagaaaattt atgattattt tatttattaa tatatacttt cataattaga attatatttt
      901 ttctttttta tattttaaat atattttata ttaatcaatt atttattaat aatttaactc
      961 cacttattaa aattaactta ttaattaatt ttttatcatt aggaggttta ccccctttta
     1021 ttggattttt cccaaaatga attattatta acttcttaac tataaataaa atatatttta
     1081 aatttaaaat tataattata attagattaa tcgtattatt ttattatatt cgaattatct
     1141 attcaatttt tataataaat taccttaaaa ttaaatgatt aaaaatattt attaaaaata
     1201 ataatttttc attaattaat attttttctt ttttttcttt ttttggaata attattagaa
     1261 ccttattttt tatataaaat taatataata ataataaggt tttaagttaa aaaagctaat
     1321 aatcttcaaa attatttata aagaaattaa ttctttaagc cttagtatat aattactcct
     1381 taaaatttgc aatttcatat catttttgac tataaagctt aaataataaa agagaatata
     1441 tctcgttaat aaatttacaa tttatcgctt ataactcagc cattttattt ttttttttag
     1501 cgaaaatgac tttattcaac aaatcataaa gatattggaa cattatattt tatttttgga
     1561 atttgagcag gaatagttgg aacatcttta agattgttaa ttcgagcaga attaggaaac
     1621 cctggatctt taattggaga tgatcaaatt tataatacta ttgtaacagc tcatgctttt
     1681 attataattt ttttcatagt tataccaatt ataattggag gatttggaaa ttgattagtc
     1741 ccattaatat taggagctcc tgatatagct ttcccacgaa taaataatat aagtttttga
     1801 cttttacccc catcattaac tttattaatt tcaagaagaa ttgtagaaaa tggagcagga
     1861 actggatgaa cagtttatcc ccccctttcc tctaatattg ctcatggtgg aagatcagtt
     1921 gatttagcta ttttttctct tcatttagca ggaatttctt caattttagg agcaattaat
     1981 tttattacta caatcattaa catacgatta aataatttat catttgatca aataccttta
     2041 ttcgtatgag cagtaggaat tacagctttt ctattacttc tttctcttcc tgttttagct
     2101 ggagctatta ccatactttt aacagaccga aatttaaata catcattttt cgacccagca
     2161 ggtgggggag atccaattct ctatcaacat ttattctgat tttttggtca tccagaagtt
     2221 tatattttaa ttttaccagg atttggaata atttctcata tcatttctca agaaagagga
     2281 aaaaaagaaa cttttggttg tttggggata atttatgcta tattagctat tggtttacta
     2341 ggattcattg tttgagctca tcatatattt acagtaggta tagatattga tacacgagct
[bookmark: _GoBack]     2401 tattttacat cagcaactat aattattgct gtacctacag gaattaaaat ttttagttga
     2461 ttagcaacct ttcacggaac tcaaatcaat tattcacctt caattttatg aagattagga
     2521 tttgtatttt tatttactgt tggaggatta acaggtgtaa ttttatcaaa ttcatcaatt
     2581 gatattactt tacatgatac atattatgtt gtagctcact ttcattatgt tctttcaata
     2641 ggagcagtat ttgctattat aggaggattt attcactgat acccactatt tacaggactt
     2701 tcaataaacc catttttatt aaaaatccaa ttttttgtaa tatttatcgg tgttaattta
     2761 actttttttc cacaacactt tctgggatta gcaggaatgc ctcgtcgtta ttctgattat
     2821 cctgattcat atatttcttg aaatattatt tcttctttag gttcatatat ttcactatta
     2881 gcagttatat ttatattaat tattatttga gaatcaataa ttaaccaacg aattgcttta
     2941 ttttcattaa atataccttc atctattgaa tgatatcaaa atatacctcc agctgaacat
     3001 tcatataatg aactaccaat tttaagaaac aatttctaat atggcagaaa tatgtaatgg
     3061 atttaaaccc catttataaa ggtttatcct ttttttagaa atggctacat gatctaattt
     3121 aaacttacaa aatggagcat ctcctttaat agaacaaatt attttctttc atgatcatac
     3181 tcttattatt cttattataa ttacaatctt agtgggatat ttaataataa gacttctatt
     3241 taataaatat attaatcgtt atctattaga aggacaaata attgaaatta tttgaacaat
     3301 tttaccagct attactctta tttttattgc cttaccatct cttcgactat gatacttatt
     3361 agatgaactt aattcacctt taattacatt aaaatctatt gggcatcaat gatattgaag
     3421 ttatgaatat tctgatttta acaatattga atttgattca tacataatcc catcaaatga
     3481 aataaataaa aacaattttc gtttattaga tgtagataac cgaattgttc tacctataaa
     3541 taatcaaatt cgtattatag ttacagcaac agatgtaatt cattcatgaa ctattccttc
     3601 attaggtgtt aaagtagatg ctaaccctgg tcgattaaat caaactaact tttttatcaa
     3661 tcgaccagga attttttatg ggcaatgttc agaaatttgt ggtgctaatc atagatttat
     3721 acctattgta attgaaagaa tttcaattaa aaattttatt aattgaatta acaattttta
     3781 ttcattagat gactgaaagc aagtattggt ctcttaaacc attttatagt aaattagcaa
     3841 ttacttctaa tgaaagaatt agttaattta taacataaat atgtcaaatt taaattatta
     3901 cttaagtaat attcttttat acctcaaata atacctatta attgactaat atcttttttt
     3961 ttttttttat taatttattt aatttttaat atcttaaatt attatatttt taataattta
     4021 aataataaaa acaataaaaa aactatcaat aaaaataaaa acttaaactg aaaatgataa
     4081 gaaatttatt ttcaattttt gacccctcta ctaatttaat aaatatatca ttaaattgaa
     4141 ttagaacaat attaggaatt ttatttatcc catattcatt ttgattaatt cctaatcgac
     4201 attattattt ttgaaatttt attttacaaa aacttcataa tgaatttaaa actttattaa
     4261 aaaacaatta ttttcaagga tcaacattta tttttatttc aatattttct tttattttat
     4321 ttaataattt tttaggatta tttccttata tttttacaag aacaagacat ttaactttat
     4381 cactttccat ttccttgcct ttatgaataa gatttataat ttatggttga attaataatt
     4441 ctcaacatat atttattcac ataatccctc aaggaactcc ccctatcctt atacctttta
     4501 tagtgttaat tgaaacaatc agaaacatta ttcgaccagg aactttagct gttcgactaa
     4561 cagctaatat aattgctggt catttattaa taaccttact tagaggaaca ggtcctaata
     4621 taaatcatta tataattata atattaattt taattcaagt tttattatta attttagaat
     4681 ctgcagttgc cattattcaa tcttatgtaa ttgctatttt aagaaccctt tactctagag
     4741 aagttaatta acttaatgaa aataaataac tacaaccatc catttcactt agtagattac
     4801 agtccttgac ctttaacagg agcaattgga gtattaactt tagtaactgg catagttaaa
     4861 tgatttcata actttaatat aaatttatta attttaggtt atataatcat tattttaact
     4921 atatatcaat gatgacgaga tgtttgtcga gaaggaactc ttcaaggtaa acatactatt
     4981 ttagttgtca aaggacttcg atgaggaata attttattta ttgtttcaga aattttcttt
     5041 tttctttcct ttttttgagc tttttttcat agaagtttat cccctaatat tgaaattgga
     5101 gctatatgac ctcctacaag aattatcccc tttaatcctt ttcaaattcc cctacttaac
     5161 acaattattt taattagatc aggagtaaga gtaacatgag ctcatcacgc tttaatagaa
     5221 aataataatt ctcaaactac tcaaggttta tttattacca ttatattagg tatttacttt
     5281 actattttac aagcatatga atattttgaa gctccattca ctattgcaga tagaatttat
     5341 ggatcaactt ttttcatagc tacaggattc cacggacttc atgttattat tggaactata
     5401 tttcttttag tatgtttaat tcgacattta aataatcatt tttcaaaaac ccaccatttt
     5461 ggatttgaag cagcagcatg atattgacat tttgtagatg tagtttgatt atttctttat
     5521 atttctattt actgatgagg aaattaatta ttaattattt atataatata tttagtatat
     5581 ttgacttcca atcaaaaagt ttaaaaattt taatataaat aattattaca atattaaaca
     5641 ttttcatttt aattataata atctctaata ttataataat attatcaatt atcttatcaa
     5701 aaaaatcttt ttctgatcga gaaaaatctt ccccatttga atgtggattt gatcctaaat
     5761 cttccgctcg aatcccattt tctcttcatt ttttcttaat tacaattatt tttttaattt
     5821 ttgatgtaga aatcgcatta attttaccta ttattccact atttaaaata gtaaatttta
     5881 ttttatgaac aaaaatcatt ttttttttca ttattatttt aattgtcgga ttatatcatg
     5941 aatgaaatca aaatatatta aattgaacaa actaaaggat tatagtttaa aaataaaaca
     6001 tttgatttgc attcaaaaaa tattaaaatt taatttatct taaatattta aataagaagc
     6061 aaatatgcat ttaatttcga cttaaaagaa tgagttaacc aattactcct tatttaatta
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