Mycoplasma pneumoniae strain ATCC 15531 16S ribosomal RNA gene and 16S-23S rRNA intergenic spacer, complete sequence
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LOCUS       AF132740                1740 bp    DNA     linear   BCT 18-OCT-1999
DEFINITION  Mycoplasma pneumoniae strain ATCC 15531 16S ribosomal RNA gene and
            16S-23S rRNA intergenic spacer, complete sequence.
ACCESSION   AF132740
VERSION     AF132740.1
KEYWORDS    .
SOURCE      Mycoplasma pneumoniae FH
  ORGANISM  Mycoplasma pneumoniae FH
            Bacteria; Tenericutes; Mollicutes; Mycoplasmataceae; Mycoplasma.
REFERENCE   1  (bases 1 to 1740)
  AUTHORS   Kong,F., Gordon,S., James,G. and Gilbert,G.L.
  TITLE     Detection and typing Mycoplasma pneumoniae by PCR
  JOURNAL   Unpublished
REFERENCE   2  (bases 1 to 1740)
  AUTHORS   Kong,F., Gordon,S., James,G. and Gilbert,G.L.
  TITLE     Direct Submission
  JOURNAL   Submitted (03-MAR-1999) CIDMLS, ICPMR, Darcy Road, Sydney, NSW
            2145, Australia
[bookmark: comment_AF132740.1][bookmark: feature_AF132740.1]FEATURES             Location/Qualifiers
     source          1..1740
                     /organism="Mycoplasma pneumoniae FH"
                     /mol_type="genomic DNA"
                     /strain="ATCC 15531"
                     /type_material="type strain of Mycoplasma pneumoniae"
                     /db_xref="ATCC:15531"
                     /db_xref="taxon:722438"
     rRNA            1..1487
                     /product="16S ribosomal RNA"
     misc_feature    1488..1740
                     /note="16S-23S rRNA intergenic spacer"
ORIGIN      
[bookmark: sequence_AF132740.1]        1 ttaacgctgg cggcatgcct aatacatgca agtcgatcga aagtagtaat actttagagg
       61 cgaacgggtg agtaacacgt atccaatcta ccttataatg ggggataact agttgaaaga
      121 ctagctaata ccgcataaga actttggttc gcatgaatca aagttgaaag gacctgcaag
      181 ggttcgttat ttgatgaggg tgcgccatat cagctagttg gtggggtaac ggcctaccaa
      241 ggcaatgacg tgtagctatg ctgagaagta gaatagccac aatgggactg agacacggcc
      301 catactccta cgggaggcag cagtagggaa tttttcacaa tgagcgaaag cttgatggag
      361 caatgccgcg tgaacgatga aggtctttaa gattgtaaag ttcttttatt tgggaagaat
      421 gactttagca ggtaatggct agagtttgac tgtaccattt tgaataagtg acgactaact
      481 atgtgccagc agtcgcggta atacataggt cgcaagcgtt atccggattt attgggcgta
      541 aagcaagcgc aggcggattg aaaagtctgg tgttaaaggc agctgcttaa cagttgtatg
      601 cattggaaac tattaatcta gagtgtggta gggagttttg gaatttcatg tggagcggtg
      661 aaatgcgtag atatatgaag gaacaccagt ggcgaaggcg aaaacttagg ccattactga
      721 cgcttaggct tgaaagtgtg gggagcaaat aggattagat accctagtag tccacaccgt
      781 aaacgataga tactagctgt cggggcgatc ccctcggtag tgaagttaac acattaagta
      841 tctcgcctgg gtagtacatt cgcaagaatg aaactcaaac ggaattgacg gggacccgca
      901 caagtggtgg agcatgttgc ttaattcgac ggtacacgaa aaaccttacc tagacttgac
      961 atccttggca aagttatgga aacataatgg aggttaaccg agtgacaggt ggtgcatggt
     1021 tgtcgtcagc tcgtgtcgtg agatgttggg ttaagtcccg caacgagcgc aacccttatc
     1081 gttagttaca ttgtctagcg agactgctaa tgcaaattgg aggaaggaag ggatgacgtc
     1141 aaatcatcat gccccttatg tctagggctg caaacgtgct acaatggcca atacaaacag
     1201 tcgccagctt gtaaaagtga gcaaatctgt aaagttggtc tcagttcgga ttgagggctg
     1261 caattcgtcc tcatgaagtc ggaatcacta gtaatcgcga atcagctatg tcgcggtgaa
     1321 tacgttctcg ggtcttgtac acaccgcccg tcaaactatg aaagctggta atatttaaaa
     1381 acgtgttgct aaccattagg aagcgcatgt caaggatagc accggtgatt ggagttaagt
     1441 cgtaacaagg tacccctacg agaacgtggg ggtggatcac ctcctttcta atggagtttt
     1501 ttactttttc ttttcatctt taataaagat aaatactaaa caaaacatca aaatccattt
     1561 atttatcggt ggtaaattaa acccaaatcc ctgtttggtc tcacaactaa catatttggt
     1621 cagattgtat ccagttctga aagaacattt ccgcttcttt caaaactgaa aacgacaatc
     1681 tttctagttc caaataaata ccaaaggatc aatacaataa gttactaagg gcttatggtg

