Mucor circinelloides strain CBS119.08 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequence
GenBank: AF412287.1
[bookmark: EntrezSystem2.PEntrez.Nuccore.Sequence_R]FASTA Graphics 
[bookmark: locus_AF412287.1]Go to:
LOCUS       AF412287                 595 bp    DNA     linear   PLN 07-FEB-2006
DEFINITION  Mucor circinelloides strain CBS119.08 18S ribosomal RNA gene,
            partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA
            gene, and internal transcribed spacer 2, complete sequence; and 28S
            ribosomal RNA gene, partial sequence.
ACCESSION   AF412287
VERSION     AF412287.1
KEYWORDS    .
SOURCE      Mucor circinelloides
  ORGANISM  Mucor circinelloides
            Eukaryota; Fungi; Fungi incertae sedis; Mucoromycota;
            Mucoromycotina; Mucoromycetes; Mucorales; Mucorineae; Mucoraceae;
            Mucor.
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  TITLE     Short communication: Investigating ITS sequence data and spinula
            morphology as phylogenetically informative characters in the genus
            Mucor
  JOURNAL   Unpublished
REFERENCE   2  (bases 1 to 595)
  AUTHORS   Botha,A., Haarhof,J., Roux,C., Botha,A. and Janse,B.J.H.
  TITLE     Direct Submission
  JOURNAL   Submitted (22-AUG-2001) Microbiology, University of Stellenbosch,
            Private Bag X1, Matieland, Stellenbosch 7602, South Africa
[bookmark: comment_AF412287.1][bookmark: feature_AF412287.1]FEATURES             Location/Qualifiers
     source          1..595
                     /organism="Mucor circinelloides"
                     /mol_type="genomic DNA"
                     /strain="CBS119.08"
                     /db_xref="taxon:36080"
     rRNA            <1..9
                     /product="18S ribosomal RNA"
     misc_RNA        10..218
                     /product="internal transcribed spacer 1"
     rRNA            219..330
                     /product="5.8S ribosomal RNA"
     misc_RNA        331..558
                     /product="internal transcribed spacer 2"
     rRNA            559..>595
                     /product="28S ribosomal RNA"
ORIGIN      
[bookmark: sequence_AF412287.1]        1 taggncatta aataatcaat aattttggct tgtccattat tatctattta ctgtgaactg
       61 tattattact tgacgcttga gggatgctcc actgctataa ggataggcga tggagatgct
      121 aaccgagtca taatcaagct taggcttggt atcctattat tatttaccaa aagaattcag
      181 aattaatatt gtaacataga cctaaaaaat ctataaaaca acttttaaca acggatctct
      241 tggttctcgc atcgatgaag aacgtagcaa agtgcgataa ctagtgtgaa ttgcatattc
      301 agtgaatcat cgagtctttg aacgcaactt gcgctcattg gtattccaat gagcacgcct
      361 gtttcagtat caaaacaaac cctctatcca acattttgtt gaataggaat actgagagtc
      421 tcttgatcta ttctgatctc gaacctcttg aaatgtacaa aggcctgatc ttgtttgaat
      481 gcctgaactt ttttttaata taaagagaag ctcttgcggt aaactgtgct ggggcctccc
      541 aaataatact ttttttaaat ttgatctgaa atcaggcggg attacccgct gaact
//
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