Bursaphelenchus xylophilus DNA, ITS2, partial sequence, isolate:T4
GenBank: AB108446.1
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 1 aaactcgagc agaaacgccg acttgttttt ttcaagtttc tgcacgttgt gacagtcgtc
       61 tcgcattgtt cgcgcaatgt taggcaccat ctgttttacg cggtttgttc cgcgaccaat
      121 atcttctacg cactgtttgt ccgtgcgggg cgagagggct tcgtgctcga ttgtcgtgcg
      181 cggctaaacc gtttggtgat gttgtttcaa cggcgcggcc gtcagggacg ttcggatgag
      241 aatgtttgga gtcctggctg cggtttgttg agcttcgtcg tgaagccttg cgggcagtgt
      301 tgtcggaatt ggttga
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