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[bookmark: sequence_FJ536843.1]        1 aaatcaatca agatggaagc aaaactactc gtattattct gcatgttcac tgtactaaaa
       61 gccgacacca tctgtatagg ctaccatgca aacaattcta cagacactgt cgacacagtg
      121 ctagagaaga atgtgaccgt gactcactca gttaatttgc tcgaagacaa ccataatgga
      181 aaactctgca agctgaacgg gatagcccca ttacaactag ggaaatgcaa cgtggcaggg
      241 tggctcctcg gcaacccaga atgtgacctg ctgctcactg cgaattcatg gtcctatata
      301 atagaaactt caaattcaga aaatggaaca tgctaccccg gggaattcat tgattatgaa
      361 gaattgcgag aacaaataag ttcagtgtct tcatttgaga aatttgagat tttcccgaag
      421 gcaagctcgt ggccaaatca tgagacaacc aaaggtgtca cagctgcatg ctcttactct
      481 ggagctagca gtttttaccg aaatttgctg tggataacaa agaagggaac ttcctatcct
      541 aaactcagta aatcatacac gaacaacaag ggaaaagaag tacttgtact ctggggagtg
      601 catcaccctc caactacaag tgaacagcag accctctatc agaatactga cgcatatgtt
      661 tcagttgggt catcaaagta caaccggaga ttcacacctg aaatagcggc cagacctaaa
      721 gtcagagggc aagctggtag gatgaattat tattggacac tattggttca gggagacaca
      781 ataacatttg aagcaactgg gaacttaata gctccaaggt atgctttcgc actaaataaa
      841 ggctctgatt ctggtattat aacatcagat gctccggttc ataattgtga cacaaagtgc
      901 caaacccctc atggtgccat taacagtagt cttcctttcc agaacgtgca tcctatcact
      961 attggagaat gccctaaata tgttaaaagc accaagctaa ggatggcaac aggcctgaga
     1021 aacattcctt ccattcaatc tagaggactc ttcggagcaa ttgctgggtt cattgaaggg
     1081 ggatggacag gaatgataga tgggtggtat gggtaccatc atcagaatga gcaaggttcc
     1141 ggttatgcag ctgatcagaa gagcacacaa aatgcaatcg acgggataac caacaaggtg
     1201 aactcagtaa ttgagaaaat gaacacccaa ttcactgcgg tgggtaagga gttcaacaat
     1261 ctggaaagga gaattgagaa tctgaataag aaggttgacg atgggttttt ggatgtttgg
     1321 acatacaatg cagaattgct cgttctgctc gagaatgaaa ggaccttgga tttccatgac
     1381 tccaatgtga ggaatctgta tgaaaaggtc aaatcacaat tgaggaataa tgccaaagaa
     1441 attgggaatg ggtgcttcga gttctatcac aaatgtaacg atgagtgcat ggagagcgtg
     1501 aagaacggca catatgacta tcctaagtac tcagaggagt ccaaactaaa cagagaagag
     1561 atagacgggg taaaattgga atcaatgggg gtttaccaga ttttggcgat ctactccaca
     1621 gttgctagtt ccctggtctt gttagtctcc ctgggggcaa tcagcttctg gatgtgttct
     1681 aatgggtcat tgcaatgcag aatatgcatt tagaactagg atttaaaatt ggtt

