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                     /organism="Human metapneumovirus"
                     /mol_type="genomic RNA"
                     /isolate="00-1"
                     /db_xref="taxon:162145"     
gene            40..1224
                     /gene="N"
                     /locus_tag="D1Y22_gp1"
                     /db_xref="GeneID:37626968"     
CDS             40..1224
                     /gene="N"
                     /locus_tag="D1Y22_gp1"
                     /codon_start=1
                     /product="nucleoprotein"
                     /protein_id="YP_009513265.1"
                     /db_xref="GeneID:37626968"
                     /translation="MSLQGIHLSDLSYKHAILKESQYTIKRDVGTTTAVTPSSLQQEI
                     TLLCGEILYAKHADYKYAAEIGIQYISTALGSERVQQILRNSGSEVQVVLTRTYSLGK
                     IKNNKGEDLQMLDIHGVEKSWVEEIDKEARKTMATLLKESSGNIPQNQRPSAPDTPII
                     LLCVGALIFTKLASTIEVGLETTVRRANRVLSDALKRYPRMDIPKIARSFYDLFEQKV
                     YHRSLFIEYGKALGSSSTGSKAESLFVNIFMQAYGAGQTMLRWGVIARSSNNIMLGHV
                     SVQAELKQVTEVYDLVREMGPESGLLHLRQSPKAGLLSLANCPNFASVVLGNASGLGI
                     IGMYRGRVPNTELFSAAESYAKSLKESNKINFSSLGLTDEEKEAAEHFLNVSDDSQND
                     YE"     
gene            1248..2132
                     /gene="P"
                     /locus_tag="D1Y22_gp2"
                     /db_xref="GeneID:37626964"     
CDS             1248..2132
                     /gene="P"
                     /locus_tag="D1Y22_gp2"
                     /codon_start=1
                     /product="phosphoprotein"
                     /protein_id="YP_009513266.1"
                     /db_xref="GeneID:37626964"
                     /translation="MSFPEGKDILFMGNEAAKLAEAFQKSLRKPGHKRSQSIIGEKVN
                     TVSETLELPTISRPAKPTIPSEPKLAWTDKGGATKTEIKQAIKVMDPIEEEESTEKKV
                     LPSSDGKTPAEKKLKPSTNTKKKVSFTPNEPGKYTKLEKDALDLLSDNEEEDAESSIL
                     TFEERDTSSLSIEARLESIEEKLSMILGLLRTLNIATAGPTAARDGIRDAMIGVREEL
                     IADIIKEAKGKAAEMMEEEMSQRSKIGNGSVKLTEKAKELNKIVEDESTSGESEEEEE
                     PKDTQDNSQEDDIYQLIM"     
gene            2165..2929
                     /gene="M"
                     /locus_tag="D1Y22_gp3"
                     /db_xref="GeneID:37626965"     
CDS             2165..2929
                     /gene="M"
                     /locus_tag="D1Y22_gp3"
                     /codon_start=1
                     /product="matrix protein"
                     /protein_id="YP_009513267.1"
                     /db_xref="GeneID:37626965"
                     /translation="MESYLVDTYQGIPYTAAVQVDLIEKDLLPASLTIWFPLFQANTP
                     PAVLLDQLKTLTITTLYAASQNGPILKVNASAQGAAMSVLPKKFEVNATVALDEYSKL
                     EFDKLTVCEVKTVYLTTMKPYGMVSKFVSSAKSVGKKTHDLIALCDFMDLEKNTPVTI
                     PAFIKSVSIKESESATVEAAISSEADQALTQAKIAPYAGLIMIMTMNNPKGIFKKLGA
                     GTQVIVELGAYVQAESISKICKTWSHQGTRYVLKSR"     
gene            3052..4671
                     /gene="F"
                     /locus_tag="D1Y22_gp4"
                     /db_xref="GeneID:37626966"     
CDS             3052..4671
                     /gene="F"
                     /locus_tag="D1Y22_gp4"
                     /codon_start=1
                     /product="fusion protein"
                     /protein_id="YP_009513268.1"
                     /db_xref="GeneID:37626966"
                     /translation="MSWKVVIIFSLLITPQHGLKESYLEESCSTITEGYLSVLRTGWY
                     TNVFTLEVGDVENLTCADGPSLIKTELDLTKSALRELRTVSADQLAREEQIENPRQSR
                     FVLGAIALGVATAAAVTAGVAIAKTIRLESEVTAIKNALKKTNEAVSTLGNGVRVLAT
                     AVRELKDFVSKNLTRAINKNKCDIADLKMAVSFSQFNRRFLNVVRQFSDNAGITPAIS
                     LDLMTDAELARAVSNMPTSAGQIKLMLENRAMVRRKGFGFLIGVYGSSVIYMVQLPIF
                     GVIDTPCWIVKAAPSCSGKKGNYACLLREDQGWYCQNAGSTVYYPNEKDCETRGDHVF
                     CDTAAGINVAEQSKECNINISTTNYPCKVSTGRHPISMVALSPLGALVACYKGVSCSI
                     GSNRVGIIKQLNKGCSYITNQDADTVTIDNTVYQLSKVEGEQHVIKGRPVSSSFDPVK
                     FPEDQFNVALDQVFESIENSQALVDQSNRILSSAEKGNTGFIIVIILIAVLGSTMILV
                     SVFIIIKKTKKPTGAPPELSGVTNNGFIPHN"     
gene            4737..5463
                     /gene="M2"
                     /locus_tag="D1Y22_gp5"
                     /db_xref="GeneID:37626967"     
CDS             4737..5300
                     /gene="M2"
                     /locus_tag="D1Y22_gp5"
                     /codon_start=1
                     /product="matrix protein 2-1"
                     /protein_id="YP_009513269.1"
                     /db_xref="GeneID:37626967"
                     /translation="MSRKAPCKYEVRGKCNRGSECKFNHNYWSWPDRYLLIRSNYLLN
                     QLLRNTDRADGLSIISGAGREDRTQDFVLGSTNVVQGYIDDNQSITKAAACYSLHNII
                     KQLQEVEVRQARDNKLSDSKHVALHNLVLSYMEMSKTPASLINNLKRLPREKLKKLAK
                     LIIDLSAGAENDSSYALQDSESTNQVQ"     
CDS             5248..5463
                     /gene="M2"
                     /locus_tag="D1Y22_gp5"
                     /codon_start=1
                     /product="matrix protein 2-2"
                     /protein_id="YP_009513270.1"
                     /db_xref="GeneID:37626967"
                     /translation="MTLHMPCKTVKALIKCSEHGPVFITIEVDDMIWTHKDLKEALSD
                     GIVKSHTNIYNCYLENIEIIYVKAYLS"     
gene            5494..6045
                     /gene="SH"
                     /locus_tag="D1Y22_gp6"
                     /db_xref="GeneID:37626961"     
CDS             5494..6045
                     /gene="SH"
                     /locus_tag="D1Y22_gp6"
                     /codon_start=1
                     /product="small hydrophobic protein"
                     /protein_id="YP_009513271.1"
                     /db_xref="GeneID:37626961"
                     /translation="MITLDVIKSDGSSKTCTHLKKIIKDHSGKVLIVLKLILALLTFL
                     TVTITINYIKVENNLQICQSKTESDKKDSSSNTTSVTTKTTLNHDITQYFKSLIQRYT
                     NSAINSDTCWKINRNQCTNITTYKFLCFKSEDTKTNNCDKLTDLCRNKPKPAVGVYHI
                     VECHCIYTVKWKCYHYPTDETQS"     
gene            6247..6957
                     /gene="G"
                     /locus_tag="D1Y22_gp7"
                     /db_xref="GeneID:37626962"     
CDS             6247..6957
                     /gene="G"
                     /locus_tag="D1Y22_gp7"
                     /codon_start=1
                     /product="attachment glycoprotein"
                     /protein_id="YP_009513272.1"
                     /db_xref="GeneID:37626962"
                     /translation="MEVKVENIRTIDMLKARVKNRVARSKCFKNASLVLIGITTLSIA
                     LNIYLIINYKMQKNTSESEHHTSSSPMESSRETPTVPTDNSDTNSSPQHPTQQSTEGS
                     TLYFAASASSPETEPTSTPDTTNRPPFVDTHTTPPSASRTKTSPAVHTKNNPRTSSRT
                     HSPPRATTRTARRTTTLRTSSTRKRPSTASVQPDISATTHKNEEASPASPQTSASTTR
                     IQRKSVEANTSTTYNQTS"     
gene            7167..13184
                     /gene="L"
                     /locus_tag="D1Y22_gp8"
                     /db_xref="GeneID:37626963"     
CDS             7167..13184
                     /gene="L"
                     /locus_tag="D1Y22_gp8"
                     /codon_start=1
                     /product="RNA-dependent RNA polymerase"
                     /protein_id="YP_009513273.1"
                     /db_xref="GeneID:37626963"
                     /translation="MDPLNESTVNVYLPDSYLKGVISFSETNAIGSCLLKRPYLKNDN
                     TAKVAIENPVIEHVRLKNAVNSKMKISDYKIVEPVNMQHEIMKNVHSCELTLLKQFLT
                     RSKNISTLKLNMICDWLQLKSTSDDTSILSFIDVEFIPSWVSNWFSNWYNLNKLILEF
                     RKEEVIRTGSILCRSLGKLVFVVSSYGCIVKSNKSKRVSFFTYNQLLTWKDVMLSRFN
                     ANFCIWVSNSLNENQEGLGLRSNLQGILTNKLYETVDYMLSLCCNEGFSLVKEFEGFI
                     MSEILRITEHAQFSTRFRNTLLNGLTDQLTKLKNKNRLRVHGTVLENNDYPMYEVVLK
                     LLGDTLRCIKLLINKNLENAAELYYIFRIFGHPMVDERDAMDAVKLNNEITKILRWES
                     LTELRGAFILRIIKGFVDNNKRWPKIKNLKVLSKRWTMYFKAKSYPSQLELSEQDFLE
                     LAAIQFEQEFSVPEKTNLEMVLNDKAISPPKRLIWSVYPKNYLPEKIKNRYLEETFNA
                     SDSLKTRRVLEYYLKDNKFDQKELKSYVVKQEYLNDKDHIVSLTGKERELSVGRMFAM
                     QPGKQRQIQILAEKLLADNIVPFFPETLTKYGDLDLQRIMEIKSELSSIKTRRNDSYN
                     NYIARASIVTDLSKFNQAFRYETTAICADVADELHGTQSLFCWLHLIVPMTTMICAYR
                     HAPPETKGEYDIDKIEEQSGLYRYHMGGIEGWCQKLWTMEAISLLDVVSVKTRCQMTS
                     LLNGDNQSIDVSKPVKLSEGLDEVKADYSLAVKMLKEIRDAYRNIGHKLKEGETYISR
                     DLQFISKVIQSEGVMHPTPIKKILRVGPWINTILDDIKTSAESIGSLCQELEFRGESI
                     IVSLILRNFWLYNLYMHESKQHPLAGKQLFKQLNKTLTSVQRFFEIKKENEVVDLWMN
                     IPMQFGGGDPVVFYRSFYRRTPDFLTEAISHVDILLRISANIRNEAKISFFKALLSIE
                     KNERATLTTLMRDPQAVGSERQAKVTSDINRTAVTSILSLSPNQLFSDSAIHYSRNEE
                     EVGIIADNITPVYPHGLRVLYESLPFHKAEKVVNMISGTKSITNLLQRTSAINGEDID
                     RAVSMMLENLGLLSRILSVVVDSIEIPTKSNGRLICCQISRTLRETSWNNMEIVGVTS
                     PSITTCMDVIYATSSHLKGIIIEKFSTDRTTRGQRGPKSPWVGSSTQEKKLVPVYNRQ
                     ILSKQQREQLEAIGKMRWVYKGTPGLRRLLNKICLGSLGISYKCVKPLLPRFMSVNFL
                     HRLSVSSRPMEFPASVPAYRTTNYHFDTSPINQALSERFGNEDINLVFQNAISCGISI
                     MSVVEQLTGRSPKQLVLIPQLEEIDIMPPPVFQGKFNYKLVDKITSDQHIFSPDKIDM
                     LTLGKMLMPTIKGQKTDQFLNKRENYFHGNNLIESLSAALACHWCGILTEQCIENNIF
                     KKDWGDGFISDHAFMDFKIFLCVFKTKLLCSWGSQGKNIKDEDIVDESIDKLLRIDNT
                     FWRMFSKVMFESKVKKRIMLYDVKFLSLVGYIGFKNWFIEQLRSAELHEVPWIVNAEG
                     DLVEIKSIKIYLQLIEQSLFLRITVLNYTDMAHALTRLIRKKLMCDNALLTPIPSPMV
                     NLTQVIDPTEQLAYFPKITFERLKNYDTSSNYAKGKLTRNYMILLPWQHVNRYNFVFS
                     STGCKVSLKTCIGKLMKDLNPKVLYFIGEGAGNWMARTACEYPDIKFVYRSLKDDLDH
                     HYPLEYQRVIGELSRIIDSGEGLSMETTDATQKTHWDLIHRVSKDALLITLCDAEFKD
                     RDDFFKMVILWRKHVLSCRICTTYGTDLYLFAKYHAKDCNVKLPFFVRSVATFIMQGS
                     KLSGSECYILLTLGHHNNLPCHGEIQNSKMKIAVCNDFYAAKKLDNKSIEANCKSLLS
                     GLRIPINKKELNRQRRLLTLQSNHSSVATVGGSKVIESKWLTNKANTIIDWLEHILNS
[bookmark: sequence_NC_039199.1]                     PKGELNYDFFEALENTYPNMIKLIDNLGNAEIKKLIKVTGYMLVSKK"ORIGIN              1 gtataaatta gattccaaaa aaatatggga caagtgaaaa tgtctcttca agggattcac
       61 ctgagtgatt tatcatacaa gcatgctata ttaaaagagt ctcagtacac aataaaaaga
      121 gatgtgggta caacaactgc agtgacaccc tcatcattgc aacaagaaat aacactgttg
      181 tgtggagaaa ttctgtatgc taaacatgct gactacaaat atgctgcaga aataggaata
      241 caatatatta gcacagcttt aggatcagag agagtgcagc agattctgag gaactcaggc
      301 agtgaagtcc aagtggtctt aaccagaacg tactctctgg ggaaaattaa aaacaataaa
      361 ggagaagatt tacagatgtt agacatacac ggggtagaga agagctgggt agaagagata
      421 gacaaagaag caaggaaaac aatggcaacc ttgcttaagg aatcatcagg taatatccca
      481 caaaatcaga ggccctcagc accagacaca cccataatct tattatgtgt aggtgcctta
      541 atattcacta aactagcatc aaccatagaa gtgggactag agaccacagt cagaagggct
      601 aaccgtgtac taagtgatgc actcaagaga taccctagaa tggacatacc aaagattgcc
      661 agatccttct atgacttatt tgaacaaaaa gtgtatcaca gaagtttgtt cattgagtat
      721 ggcaaagcat taggctcatc atctacaggc agcaaagcag aaagtctatt tgttaatata
      781 ttcatgcaag cttatggggc cggtcaaaca atgctaaggt ggggggtcat tgccaggtca
      841 tccaacaata taatgttagg acatgtatcc gtccaagctg agttaaaaca ggtcacagaa
      901 gtctatgact tggtgcgaga aatgggccct gaatctggac ttctacattt aaggcaaagc
      961 ccaaaagctg gactgttatc actagccaac tgtcccaact ttgcaagtgt tgttctcgga
     1021 aatgcctcag gcttaggcat aatcggtatg tatcgaggga gagtaccaaa cacagaatta
     1081 ttttcagcag ctgaaagtta tgccaaaagt ttgaaagaaa gcaataaaat aaatttctct
     1141 tcattaggac ttacagatga agagaaagag gctgcagaac atttcttaaa tgtgagtgac
     1201 gacagtcaaa atgattatga gtaattaaaa aagtgggaca agtcaaaatg tcattccctg
     1261 aaggaaaaga tattcttttc atgggtaatg aagcagcaaa attagcagaa gctttccaga
     1321 aatcattaag aaaaccaggt cataaaagat ctcaatctat tataggagaa aaagtgaata
     1381 ctgtatcaga aacattggaa ttacctacta tcagtagacc tgcaaaacca accataccgt
     1441 cagaaccaaa gttagcatgg acagataaag gtggggcaac caaaactgaa ataaagcaag
     1501 caatcaaagt catggatccc attgaagaag aagagtctac cgagaagaag gtgctaccct
     1561 ccagtgatgg gaaaacccct gcagaaaaga aactgaaacc atcaactaac accaaaaaga
     1621 aggtttcatt tacaccaaat gaaccaggga aatatacaaa gttggaaaaa gatgctctag
     1681 atttgctctc agataatgaa gaagaagatg cagaatcttc aatcttaacc tttgaagaaa
     1741 gagatacttc atcattaagc attgaggcca gattggaatc aatagaggag aaattaagca
     1801 tgatattagg gctattaaga acactcaaca ttgctacagc aggacccaca gcagcaagag
     1861 atgggatcag agatgcaatg attggcgtaa gagaggaatt aatagcagac ataataaagg
     1921 aagctaaagg gaaagcagca gaaatgatgg aagaggaaat gagtcaacga tcaaaaatag
     1981 gaaatggtag tgtaaaatta acagaaaaag caaaagagct caacaaaatt gttgaagatg
     2041 aaagcacaag tggagaatcc gaagaagaag aagaaccaaa agacacacaa gacaatagtc
     2101 aagaagatga catttaccag ttaattatgt agtttaataa aaataaacaa tgggacaagt
     2161 aaaaatggag tcctacctag tagacaccta tcaaggcatt ccttacacag cagctgttca
     2221 agttgatcta atagaaaagg acctgttacc tgcaagccta acaatatggt tccctttgtt
     2281 tcaggccaac acaccaccag cagtgctgct cgatcagcta aaaaccctga caataaccac
     2341 tctgtatgct gcatcacaaa atggtccaat actcaaagtg aatgcatcag cccaaggtgc
     2401 agcaatgtct gtacttccca aaaaatttga agtcaatgcg actgtagcac tcgatgaata
     2461 tagcaaactg gaatttgaca aactcacagt ctgtgaagta aaaacagttt acttaacaac
     2521 catgaaacca tacgggatgg tatcaaaatt tgtgagctca gccaaatcag ttggcaaaaa
     2581 aacacatgat ctaatcgcac tatgtgattt tatggatcta gaaaagaaca cacctgttac
     2641 aataccagca ttcatcaaat cagtttcaat caaagagagt gagtcagcta ctgttgaagc
     2701 tgctataagc agtgaagcag accaagctct aacacaggcc aaaattgcac cttatgcggg
     2761 attaattatg atcatgacta tgaacaatcc caaaggcata ttcaaaaagc ttggagctgg
     2821 gactcaagtc atagtagaac taggagcata tgtccaggct gaaagcataa gcaaaatatg
     2881 caagacttgg agccatcaag ggacaagata tgtcttgaag tccagataac aaccaagcac
     2941 cttggccaag agctactaac cctatctcat agatcataaa gtcaccattc tagttatata
     3001 aaaatcaagt tagaacaaga attaaatcaa tcaagaacgg gacaaataaa aatgtcttgg
     3061 aaagtggtga tcattttttc attgttaata acacctcaac acggtcttaa agagagctac
     3121 ttagaagagt catgtagcac tataactgaa ggatatctca gtgttctgag gacaggttgg
     3181 tacaccaatg tttttacact ggaggtaggc gatgtagaga accttacatg tgccgatgga
     3241 cccagcttaa taaaaacaga attagacctg accaaaagtg cactaagaga gctcagaaca
     3301 gtttctgctg atcaactggc aagagaggag caaattgaaa atcccagaca atctagattc
     3361 gttctaggag caatagcact cggtgttgca actgcagctg cagttacagc aggtgttgca
     3421 attgccaaaa ccatccggct tgaaagtgaa gtaacagcaa ttaagaatgc cctcaaaaag
     3481 accaatgaag cagtatctac attggggaat ggagttcgtg tgttggcaac tgcagtgaga
     3541 gagctgaaag attttgtgag caagaatcta acacgtgcaa tcaacaaaaa caagtgcgac
     3601 attgctgacc tgaaaatggc cgttagcttc agtcaattca acagaaggtt cctaaatgtt
     3661 gtgcggcaat tttcagacaa cgctggaata acaccagcaa tatctttgga cttaatgaca
     3721 gatgctgaac tagccagagc tgtttccaac atgccaacat ctgcaggaca aataaaactg
     3781 atgttggaga accgtgcaat ggtaagaaga aaagggttcg gattcctgat aggagtttac
     3841 ggaagctccg taatttacat ggtgcaactg ccaatctttg gggttataga cacgccttgc
     3901 tggatagtaa aagcagcccc ttcttgttca ggaaaaaagg gaaactatgc ttgcctctta
     3961 agagaagacc aaggatggta ttgtcaaaat gcagggtcaa ctgtttacta cccaaatgaa
     4021 aaagactgtg aaacaagagg agaccatgtc ttttgcgaca cagcagcagg aatcaatgtt
     4081 gctgagcagt caaaggagtg caacataaac atatctacta ctaattaccc atgcaaagtt
     4141 agcacaggaa gacatcctat cagtatggtt gcactatctc ctcttggggc tttggttgct
     4201 tgctacaagg gagtgagctg ttccattggc agcaacagag tagggatcat caagcaactg
     4261 aacaaaggct gctcttatat aaccaaccaa gacgcagaca cagtgacaat agacaacact
     4321 gtataccagc taagcaaagt tgaaggcgaa cagcatgtta taaaaggaag gccagtgtca
     4381 agcagctttg acccagtcaa gtttcctgaa gatcaattca atgttgcact tgaccaagtt
     4441 ttcgagagca ttgagaacag tcaggccttg gtggatcaat caaacagaat cctaagcagt
     4501 gcagagaaag gaaacactgg cttcatcatt gtaataattc taattgctgt ccttggctct
     4561 accatgatcc tagtgagtgt ttttatcata ataaagaaaa caaagaaacc cacaggagca
     4621 cctccagagc tgagtggtgt cacaaacaat ggcttcatac cacataatta gttaattaaa
     4681 aataaagtaa attaaaataa attaaaatta aaaataaaaa tttgggacaa atcataatgt
     4741 ctcgcaaggc tccgtgcaaa tatgaagtgc ggggcaaatg caatagagga agtgagtgca
     4801 agtttaacca caattactgg agttggccag atagatactt attaataaga tcaaattatt
     4861 tattaaatca acttttaagg aacactgata gagctgatgg cttatcaata atatcaggag
     4921 caggcagaga agataggaca caagattttg tcctaggttc caccaatgtg gttcaaggtt
     4981 atattgatga taaccaaagc ataacaaaag ctgcagcctg ttacagtcta cataatataa
     5041 tcaaacaact acaagaagtt gaagttaggc aggctagaga taacaaacta tctgacagca
     5101 aacatgtagc acttcacaac ttagtcctat cttatatgga gatgagcaaa actcctgcat
     5161 ctttaatcaa caatctcaag agactgccga gagagaaact gaaaaaatta gcaaagctca
     5221 taattgactt atcagcaggt gctgaaaatg actcttcata tgccttgcaa gacagtgaaa
     5281 gcactaatca agtgcagtga gcatggtcca gttttcatta ctatagaggt tgatgacatg
     5341 atatggactc acaaggactt aaaagaagct ttatctgatg ggatagtgaa gtctcatact
     5401 aacatttaca attgttattt agaaaacata gaaattatat atgtcaaggc ttacttaagt
     5461 tagtaaaaac acatcagagt gggataaatg acaatgataa cattagatgt cattaaaagt
     5521 gatgggtctt caaaaacatg tactcacctc aaaaaaataa ttaaagacca ctctggtaaa
     5581 gtgcttattg tacttaagtt aatattagct ttactaacat ttctcacagt aacaatcacc
     5641 atcaattata taaaagtgga aaacaatctg caaatatgcc agtcaaaaac tgaatcagac
     5701 aaaaaggact catcatcaaa taccacatca gtcacaacca agactactct aaatcatgat
     5761 atcacacagt attttaaaag tttgattcaa aggtatacaa actctgcaat aaacagtgac
     5821 acatgctgga aaataaacag aaatcaatgc acaaatataa caacatacaa atttttatgt
     5881 tttaaatctg aagacacaaa aaccaacaat tgtgataaac tgacagattt atgcagaaac
     5941 aaaccaaaac cagcagttgg agtgtatcac atagtagaat gccattgtat atacacagtt
     6001 aaatggaagt gctatcatta cccaaccgat gaaacccaat cctaaatgtt aacaccagat
     6061 taggatccat ccaagtctgt tagttcaaca atttagttat ttaaaaatat tttgaaaaca
     6121 agtaagtttc tatgatactt cataataata agtaataatt aattgcttaa tcatcatcac
     6181 aacattattc gaaaccataa ctattcaatt taaaaagtaa aaaacaataa catgggacaa
     6241 gtagttatgg aggtgaaagt ggagaacatt cgaacaatag atatgctcaa agcaagagta
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