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LOCUS KT869077 2000 bp DNA circular VRL 01-NOV-2016

DEFINITION Porcine circovirus 3 strain 29160, complete genome.

ACCESSION KT869077

VERSION KT869077.1
KEYWORDS
SOURCE Porcine circovirus 3

ORGANISM Porcine circovirus 3

Viruses; Monodnaviria; Shotokuvirae; Cressdnaviricota;
Arfiviricetes; Cirlivirales; Circoviridae; Circovirus.
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FEATURES Location/Qualifiers

source 1..2000
/organism="Porcine circovirus 3"
/mol type="genomic DNA"
/strain="29160"
/host="swine"
/db_xref="taxon:1868221"
/country="USA: North Carolina"
/collection date="2015"

misc feature 216..1106
/note="similar to replicase"

CDS complement (1336..1980)

/codon_start=1


https://www.ncbi.nlm.nih.gov/nuccore/KT869077.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/KT869077.1?report=graph
https://www.ncbi.nlm.nih.gov/nuccore/KT869077
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1868221
https://www.ncbi.nlm.nih.gov/pubmed/27795441
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1868221
https://www.ncbi.nlm.nih.gov/nuccore/KT869077.1?from=216&to=1106
https://www.ncbi.nlm.nih.gov/nuccore/KT869077.1?from=1336&to=1980

/product="capsid"

/protein id="ANO40512.1"
/translation="MRHRAIFRRRPRPRRRRRHRRRYARRRLFIRRPTAGTYYTKKYS
TMNVISVGTPONNKPWHANHFITRLNEWETAITFEYYKILKMKVTLSPVISPAQQTKT
MFGHTAIDLDGAWTTNTWLODDPYAESSTRKVMTSKKKHSRYFTPKPLLAGTTSAHPG
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QOSLFFFSRPTPWLNTYDPTVQWGALLWSIYVPEKTGMTDFYGTKEVWIRYKSVL"

acccggcacc
tatggatgct
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tgaagataag
ggtggtgttt
gaggcagtat
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9999992999
atttgcactt
gcagccccct
atgcgagggce
acggcttgtc
gtaacgaatc
ataaatgctc
ggtgggtctg
aagtggtttg
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gagtgtaact
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ggttggcgtg
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catagcgcct

tgtgtctcat
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