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LOCUS       JX453331                2790 bp    DNA     linear   VRL 22-APR-2025
DEFINITION  Abalone herpesvirus isolate Victoria, complete sequence.
ACCESSION   JX453331 REGION: complement(68746..71535)
VERSION     JX453331.1
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            Herviviricetes; Herpesvirales; Malacoherpesviridae; Aurivirus;
            Aurivirus haliotidmalaco1.
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[bookmark: comment_JX453331.1]COMMENT     ##Assembly-Data-START##
            Assembly Method       :: SOAPdenovo_127mer v. 1.05; newbler v.
                                     2.5.3; cap3 v. 1; PriceTI v. 0.18
            Sequencing Technology :: Sanger dideoxy sequencing; 454; Illumina
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[bookmark: feature_JX453331.1]FEATURES             Location/Qualifiers
     source          1..2790
                     /organism="abalone herpesvirus"
                     /mol_type="genomic DNA"
                     /isolate="Victoria"
                     /host="Haliotis rubra"
                     /db_xref="taxon:3416944"
                     /geo_loc_name="Australia"
                     /collection_date="2009"
                     /note="submitted name=Abalone herpesvirus
                     Victoria/AUS/2009"
     misc_feature    complement(<1..>2790)
                     /note="UL"
     gene            1..2790
                     /locus_tag="AbHV_ORF38"
     CDS             1..2790
                     /locus_tag="AbHV_ORF38"
                     /note="similar to ADL16658.1; contains pfam herpes_ori_bp
                     motif PF02399; similar to OsHV1 ORF49"
                     /codon_start=1
                     /product="putative DNA replication origin-binding
                     helicase"
                     /protein_id="AFU90048.1"
                     /translation="MDYLKRFPMDIFGQLVGGGSGTKRKCDGSDAKVGEEKRSKKERE
                     PSKVKGTLILKRCEDFLVSDQIKEELKFINVDFINYSKSLTEFLPEDEVVKWMCELKE
                     GEDGYYESVRKHTEKLKNAKQQHGWIKGEFALSMLKTVLKIDVEDKRKEFGQLFMPEL
                     NYERDLPLLPTPCQELNEIPVWEKINCIESDNLSTELRVKMRTEKNINRGVIISGQMG
                     AGKTKGVINFITDNVLIHKKNAVYVSPRILLAKQFATRVIENLNRKCKKGSETRNRVK
                     VKEINFQMSMCYKGAIDDIQDITENNEKAKEITRFFDYRSWFHSSEKMQEGIPSISIV
                     VVNSLHNHIRENKDVFPHIGIFDEIAVINGNFGMKVSSDARELGTNEVINIAPEMEFG
                     IEWILDRAQTSIFIDAGFSQNQVDSCKRMMGFSVQNSSRQNQLILQKRLRETDAKGNE
                     LNERQCKRRINHRAEHGAVLATRYNEDCDEDLPPKDIRMITPIFVCNDPKFDAIFKKI
                     VIVDDKDTFLSLMIDSVNRGNCIATAYSKTKTMAHAIENIQANTQGKFVVPLCKQILK
                     TTKETTDQIESGKKANVFAYTQKLGVGFSLEDKNAFDEVYMHVECDMYAPSSPDMVQL
                     IARIRSVTTSTLYVHIAATEVTKLVMPPISFCTPPLLNAKSGLYAASHLHAWNSKMKI
                     VLGKTRSAAVFDYVTRLVRGFLIVKKDAEKKLVYELPELVYNNEVLTKESSKVMKKNH
                     KMLKDERSGYPDCRHKTYFFSKQGSKIKRKIDESRMGGMSEATYMAYAGIPTHSRTGV
                     FPKIVPVKPEESQHDVTWKSLKEPQKRDSQNKFMTRTEHATLNDRHDEFASWCVKLPT
                     FPEFKPVYVSKETIEDKVEKKEETKEEEEMKGEEEVCDEVPMEKEEVSHEAPMEKEEE
                     VSHEAPMDCEEYDSA"
     misc_feature    complement(1647..1796)
                     /note="region used for diagnostic PCR (orf49)"
ORIGIN      
[bookmark: sequence_JX453331.1]        1 atggattact tgaagcgatt ccccatggat atttttggtc agctagttgg cggaggatcc
       61 ggcacaaaaa gaaaatgtga tggatctgat gcaaaagttg gagaagaaaa gagaagtaaa
      121 aaggagcgag agccttcaaa ggtaaaagga acgttgatct taaaaagatg tgaagatttc
      181 ttggtgagcg atcaaatcaa agaagaactg aaattcatca acgttgactt cattaactac
      241 agcaagtctt taactgagtt tctaccggaa gatgaagttg taaaatggat gtgcgaatta
      301 aaagaaggag aagatggata ctatgagagt gtcagaaagc ataccgagaa gctcaaaaat
      361 gctaaacagc aacacggatg gattaaggga gaatttgcgt tgtctatgct caaaaccgtg
      421 ctgaagattg atgtggaaga caaaaggaag gagtttggtc aactgtttat gccggaattg
      481 aattatgaaa gagatttacc tttacttccc acgccttgtc aagaattgaa tgaaattcct
      541 gtatgggaaa agataaactg tatagaaagt gataatcttt caactgagct gagagttaaa
      601 atgagaacgg aaaagaatat aaacagagga gtgattatat ctggacagat gggagctgga
      661 aaaacaaagg gtgtgatcaa cttcatcacg gacaacgtct tgattcataa gaaaaatgcg
      721 gtatatgttt ctccaagaat cctgttagcc aaacagtttg ctacaagggt tattgaaaat
      781 cttaaccgaa aatgtaaaaa gggttctgag acgagaaatc gcgtgaaggt taaagagata
      841 aattttcaaa tgtcaatgtg ttacaaagga gcaattgatg acatacaaga cataacggaa
      901 aataatgaaa aagcgaaaga aatcacccgc ttttttgatt ataggtcttg gtttcattct
      961 agtgaaaaga tgcaagaggg tataccgtca atctcgattg tggtggtaaa ctcgcttcac
     1021 aatcacatca gagaaaacaa agacgtgttc ccacacatag gcatctttga tgaaatcgct
     1081 gtcataaacg gtaactttgg tatgaaagtt tctagcgacg ccagagaatt gggaacaaac
     1141 gaagtaatca atatcgcacc tgaaatggag tttggaatcg aatggatttt ggatagagcg
     1201 cagacttcaa tttttatcga cgctggattt tcacaaaatc aagttgattc ctgcaagagg
     1261 atgatgggat tttctgttca aaactccagc agacaaaatc aattgatttt acaaaagaga
     1321 ctaagagaaa ctgacgcaaa ggggaacgaa ttgaatgaga gacaatgtaa aagaagaatt
     1381 aatcatcgtg cagaacatgg agcagtgctt gctaccagat ataatgagga ttgcgatgaa
     1441 gacttaccac ccaaggacat cagaatgatc acgccgatct ttgtctgcaa cgatcccaaa
     1501 tttgatgcca ttttcaagaa gatcgtgatt gttgatgaca aagatacttt tctctccctc
     1561 atgattgaca gtgtgaacag gggtaattgt atagcaactg cgtacagtaa aacgaaaacc
     1621 atggcacatg ccattgaaaa catccaagca aacacccaag gcaagtttgt tgttccttta
     1681 tgcaaacaga ttctcaaaac gactaaagaa accacggatc agattgaaag cggtaagaaa
[bookmark: _GoBack]     1741 gcaaatgtat tcgcctacac tcaaaaattg ggtgtgggtt tctctctcga ggataaaaac
     1801 gcttttgatg aagtttacat gcacgtagag tgtgatatgt acgctccttc ttctcccgac
     1861 atggtgcaac tgatcgctag aatcagatct gtgaccactt ctactctcta tgtccacatc
     1921 gctgccacag aagtgacaaa attggttatg cctcctatat cattttgcac tcctcctctt
     1981 ttaaacgcta agtctggatt gtatgcagct tcacatcttc acgcgtggaa ctcaaaaatg
     2041 aagatcgtgt tggggaagac aagatcagca gccgtctttg attacgtgac tcgtcttgtc
     2101 agaggctttc tcattgtcaa gaaagatgct gaaaagaagc tggtgtatga attacctgag
     2161 cttgtttaca acaacgaagt cttgacgaaa gagtctagca aagtcatgaa gaagaatcac
     2221 aagatgctga aggacgagag gagcggttac cccgactgca gacacaagac ctactttttc
     2281 agcaagcaag gatctaagat caagcgaaag attgacgaat caaggatggg aggtatgtct
     2341 gaagcaactt acatggcgta cgccggtata cccactcact caagaaccgg cgtctttccc
     2401 aagattgtac cggtgaaacc cgaagaaagt caacacgatg tgacgtggaa gtcattaaaa
     2461 gaaccgcaaa aacgggactc ccaaaacaag tttatgacaa ggactgagca cgccaccctg
     2521 aacgacagac acgacgagtt tgcttcatgg tgcgtcaaac tacccacctt tccagagttc
     2581 aagccggtgt acgtgagcaa agaaacgatc gaagacaaag ttgagaagaa agaagagacg
     2641 aaagaagaag aagagatgaa aggagaagaa gaggtgtgtg acgaggttcc catggagaaa
     2701 gaagaagtgt ctcacgaggc tcccatggag aaagaagaag aggtgtctca cgaggctccc
     2761 atggactgcg aggagtacga cagcgcgtga
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