Phytophthora sojae isolate pg2 internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence
GenBank: AY242606.1
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LOCUS       AY242606                 826 bp    DNA     linear   PLN 07-APR-2003
DEFINITION  Phytophthora sojae isolate pg2 internal transcribed spacer 1, 5.8S
            ribosomal RNA gene, and internal transcribed spacer 2, complete
            sequence.
ACCESSION   AY242606
VERSION     AY242606.1
KEYWORDS    .
SOURCE      Phytophthora sojae
  ORGANISM  Phytophthora sojae
            Eukaryota; Sar; Stramenopiles; Oomycota; Peronosporomycetes;
            Peronosporales; Peronosporaceae; Phytophthora.
REFERENCE   1  (bases 1 to 826)
  AUTHORS   Zhang,Z., Wang,Y. and Zheng,X.
  TITLE     Direct Submission
  JOURNAL   Submitted (24-FEB-2003) Department of Plant Protection, Nanjing
            Agricultural University, Weigang, Nanjing, Jiangsu 210095, P.R.
            China
[bookmark: comment_AY242606.1][bookmark: feature_AY242606.1]FEATURES             Location/Qualifiers
     source          1..826
                     /organism="Phytophthora sojae"
                     /mol_type="genomic DNA"
                     /isolate="pg2"
                     /db_xref="taxon:67593"
     misc_RNA        1..233
                     /product="internal transcribed spacer 1"
     rRNA            234..399
                     /product="5.8S ribosomal RNA"
     misc_RNA        400..826
                     /product="internal transcribed spacer 2"
ORIGIN      
[bookmark: sequence_AY242606.1]        1 ccacacctaa aaaactttcc acgtgaaccg tatcaacaag tagttggggg cctgctctgt
       61 gtggctgtct gtcgatgtca aagtcggcgg ctggctgctg tgtggcgggc tctatcatgg
      121 cgattggttt gggtcctcct cgtggggaac tggatcatga gcccactttt taaacccatt
      181 cttaaatact gaatatactg tggggacgaa agtctctgct tttaactaga tagcaacttt
      241 cagcagtgga tgtctaggct cgcacatcga tgaagaacgc tgcgaactgc gatacgtaat
      301 gcgaattgca ggattcagtg agtcatcgaa attttgaacg catattgcac ttccgggtta
      361 gtcctgggag tatgcctgta tcagtgtccg tacatcaaac ttggctctct tccttccgtg
      421 tagtcggtgg atggagacgc cagacgtgag gtgtcttgcg gcgtggcctt cgggctgcct
      481 gcgagtccct tgaaatgtac tgaactgtac ttctctttgc tcgaaaagcg tgacgttgtt
      541 ggttgtggag gctgcctgta tggccagtcg gcgaccggtt tgtctgctgc ggcgtttaat
[bookmark: _GoBack]      601 ggaggagtgt tcgattcgcg gtatggttgg cttcggctga acaatgcgct tattggatgc
      661 ttttcctgct gtggcggtat gggctggtga accgtagctg tgtgaggctt ggcttttgaa
      721 ccggcggtgt tgttgcgaag tagggtggcg gcttcggctg tcgagggtcg atccatttgg
      781 gaactctgtg ttgtctctgc ggcttgctgc ggaggtggca tctcaa
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