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     source          1..1590
                     /organism="Listeria monocytogenes"
                     /mol_type="genomic DNA"
                     /strain="LZPL907"
                     /isolation_source="mutton"
                     /db_xref="taxon:1639"
                     /country="India"
                     /collected_by="Premshankar"
                     /identified_by="Shome B.R."
     gene            1..1590
                     /gene="hlyA"
     CDS             1..1590
                     /gene="hlyA"
                     /codon_start=1
                     /transl_table=11
                     /product="listeriolysin O"
                     /protein_id="ADK92292.1"
                     /translation="MKKIMLVFITLILVSLPIAQQTEAKDASAFNKENLISSMAPPAS
                     PPASPKTPIEKKHADEIDKYIQGLDYNKNNVLVYHGDAVTNVPPRKGYKDGNEYIVVE
                     KKKKSINQNNADIQVVNAISSLTYPGALVKANSELVENQPDVLPVKRDSLTLSIDLPG
                     MTNQDNKIVVKNATKSNVNNAVNTLVERWNEKYAQAYPNVSAKIDYDDEMAYSESQLI
                     AKFGTAFKAVNNSLNVNFGAISEGKMQEEVISFKQIYYNVNVNEPTRPSRFFGKAVTK
                     EQLQALGVNAENPPAYISSVAYGRQVYLKLSTNSHSTKVKAAFDAAVSGKSVSGDVEL
                     TNIIKNSSFKAVIYGGSAKDEVQIIDGNLGDLRDILKKGATFNRETPGVPIAYTTNFL
                     KDNELAVIKNNSEYIETTSKAYTDGKINIDHSGGYVAQFNISWDEINYDPEGNEIVQH
                     KNWSENNKSKLAHFTSSIYLPGNARNINVYAKECTGLAWEWWRTVIDDRNLPLVKNRN
                     ISIWGTTLYPKYSNSVDNPIE"
ORIGIN      
[bookmark: sequence_HM589600.1]        1 atgaaaaaaa taatgctagt ttttattaca cttatattag ttagtctacc aattgcgcaa
       61 caaactgaag caaaggatgc atctgcattc aataaagaaa atttaatttc atccatggca
      121 ccaccagcat ctccgcctgc aagtcctaag acgccaatcg aaaagaaaca cgcggatgaa
      181 atcgataagt atatacaagg attggattac aataaaaaca atgtattagt ataccacgga
      241 gatgcagtga caaatgtgcc gccaagaaaa ggttataaag atggaaatga atatatcgtt
      301 gtggagaaaa agaagaaatc catcaatcaa aataatgcag atatccaagt tgtgaatgca
      361 atttcgagcc taacatatcc aggtgctctc gtgaaagcga attcggaatt agtagaaaat
      421 caacccgatg ttcttcctgt caaacgtgat tcattaacac ttagcattga tttgccagga
      481 atgactaatc aagacaataa aattgttgta aaaaatgcta ctaaatcgaa cgttaacaac
      541 gcagtaaata cattagtgga aagatggaat gaaaaatatg ctcaagctta tccaaatgta
      601 agtgcaaaaa ttgattatga tgacgaaatg gcttacagtg aatcgcaatt aattgcaaaa
      661 tttggtacgg catttaaagc tgtaaataat agcttgaatg taaacttcgg cgcaatcagt
      721 gaagggaaaa tgcaagaaga agtcattagt tttaaacaaa tttactataa cgtgaatgtt
      781 aatgaaccta caagaccttc cagatttttc ggcaaagctg ttactaaaga gcagttgcaa
      841 gcgcttggag tgaatgcaga aaatcctcct gcatatatct caagtgtggc atatggccgt
      901 caagtttatt tgaaattatc aactaattcc catagtacta aagtaaaagc tgcttttgac
      961 gctgccgtaa gtgggaaatc tgtctcaggt gatgtagaac tgacaaatat catcaaaaat
     1021 tcttccttca aagccgtaat ttacggtggc tccgcaaaag atgaagttca aatcatcgac
     1081 ggtaacctcg gagacttacg agatattttg aaaaaaggtg ctacttttaa ccgggaaaca
     1141 ccaggagttc ccattgccta tacaacaaac ttcttaaaag acaatgaatt agctgttatt
     1201 aaaaacaact cagaatatat tgaaacaact tcaaaagctt atacagatgg aaaaatcaac
     1261 atcgatcact ctggaggata cgttgctcaa ttcaacatct cttgggatga aataaattat
     1321 gatcctgaag gtaacgaaat tgttcaacat aaaaactgga gcgaaaacaa taaaagcaag
     1381 ttagctcatt tcacatcgtc catctatttg ccaggtaacg caagaaatat taatgtttac
     1441 gctaaagaat gcactggttt agcttgggaa tggtggagaa cggtaattga tgaccggaac
     1501 ctaccgcttg tgaaaaatag aaatatctcc atctggggca ctacacttta tccgaaatat
     1561 agtaatagtg tagataatcc aatcgaataa

