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LOCUS       HOBMPRO                  737 bp ss-RNA     linear   VRL 11-JUL-2001
DEFINITION  Human coronavirus OC43 membrane glycoprotein gene, complete cds.
ACCESSION   M93390
VERSION     M93390.1
KEYWORDS    M protein; membrane glycoprotein.
SOURCE      Human coronavirus OC43 (HCoV-OC43)
  ORGANISM  Human coronavirus OC43
            Viruses; Riboviria; Orthornavirae; Pisuviricota; Pisoniviricetes;
            Nidovirales; Cornidovirineae; Coronaviridae; Orthocoronavirinae;
            Betacoronavirus; Embecovirus; Betacoronavirus gravedinis.
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[bookmark: feature_M93390.1][bookmark: comment_M93390.1]FEATURES             Location/Qualifiers
     source          1..737
                     /organism="Human coronavirus OC43"
                     /mol_type="genomic RNA"
                     /strain="OC43"
                     /db_xref="taxon:31631"
                     /cell_line="HRT-18"
                     /cell_type="rectal tumor"
                     /tissue_type="intestine"
     CDS             33..725
                     /standard_name="M protein"
                     /codon_start=1
                     /product="membrane glycoprotein"
                     /protein_id="AAA45462.1"
                     /translation="MSSKTTPAPVYIWTADEAIKFLKEWNFSLGIILLFITIILQFGY
                     TSRSMFVYVIKMIILWLMWPLTIILTIFNCVYALNNVYLGLSIVFTIVAIIMWIVYFV
                     NSIRLFIRTGSFWSFNPETNNLMCIDMKGTMYVRPIIEDYHTLTVTIIRGHLYIQGIK
                     LGTGYSWADLPAYMTVAKVTHLCTYKRGFLDRISDTSGFAVYVKSKVGNYRLPSTQKG
                     SGMDTALLRNNI"
ORIGIN      
[bookmark: sequence_M93390.1]        1 gatgtggatg acgtttaggt aatccaaaca ttatgagtag taaaactact ccagcaccag
       61 tttatatctg gactgctgat gaagctatta aattcctaaa ggaatggaat ttttctttgg
      121 gtattatact actttttatt acaatcatat tgcaatttgg atatacaagt cgcagtatgt
      181 ttgtttatgt tattaagatg attattttgt ggcttatgtg gccccttact ataatcttaa
      241 ctattttcaa ttgcgtatac gcattgaata atgtgtatct tggcctttct atagttttta
      301 ccatagtggc cattattatg tggattgtgt attttgtgaa tagtatcagg ttgtttatta
      361 gaactggaag tttttggagt ttcaacccag aaacaaacaa cttgatgtgt atagatatga
      421 aaggaacaat gtatgttagg ccgataattg aggactatca tactctgacg gtcacaataa
      481 tacgcggcca tctttacatt caaggtataa aactaggtac tggctattct tgggcagatt
      541 tgccagctta tatgactgtt gctaaggtta cacacctgtg cacatataag cgtggttttc
      601 ttgacaggat aagcgatact agtggttttg ctgtttatgt taagtccaaa gtcggtaatt
      661 accgactgcc atcaacccaa aagggttctg gcatggacac cgcattgttg agaaataata
      721 tctaaatttt aaggatg
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