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DEFINITION Mus musculus strain C57BL/6J chromosome 13, GRCm39.
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COMMENT REFSEQ INFORMATION: The reference sequence is identical to

CM001006.3.

On Sep 22, 2020 this sequence version replaced NC_000079.6.

Assembly Name: GRCm39

The DNA sequence is composed of genomic sequence, primarily

finished clones that were sequenced as part of the Mouse Genome

Project. PCR products and WGS shotgun sequence have been added

where necessary to fill gaps or correct errors. All such additions

are manually curated by GRC staff. For more information see:

https://genomereference.org.

##Genome-Annotation-Data-START##

Annotation Provider :: NCBI RefSeq

Annotation Status :: Updated annotation

Annotation Name :: GCF_000001635.27-RS_2024_02

Annotation Pipeline :: NCBI eukaryotic genome annotation

pipeline

Annotation Software Version :: 10.2

Annotation Method :: Best-placed RefSeq; Gnomon;

RefSeqFE; cmsearch; tRNAscan-SE

Features Annotated :: Gene; mRNA; CDS; ncRNA

Annotation Date :: 02/01/2024

##Genome-Annotation-Data-END##

FEATURES Location/Qualifiers

source 1..6299

/organism="Mus musculus"

/mol_type="genomic DNA"

/strain="C57BL/6J"

/db_xref="taxon:10090"

/chromosome="13"

gene 1..6299

/gene="Gpx5"

/gene_synonym="Arep"

/note="glutathione peroxidase 5; Derived by automated

computational analysis using gene prediction method:

BestRefSeq,Gnomon."

/db_xref="GeneID:14780"

/db_xref="MGI:MGI:104886"

mRNA join(1..154,1261..1414,3925..3986)

/gene="Gpx5"

/gene_synonym="Arep"

/product="glutathione peroxidase 5, transcript variant X1"
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/note="Derived by automated computational analysis using

gene prediction method: Gnomon. Supporting evidence

includes similarity to: 2 Proteins, and 79% coverage of

the annotated genomic feature by RNAseq alignments"

/transcript_id="XM_011244283.3"

/db_xref="GeneID:14780"

/db_xref="MGI:MGI:104886"

CDS join(20..154,1261..1414,3925..3986)

/gene="Gpx5"

/gene_synonym="Arep"

/note="Derived by automated computational analysis using

gene prediction method: Gnomon."

/codon_start=1

/product="epididymal secretory glutathione peroxidase

isoform X1"

/protein_id="XP_011242585.1"

/db_xref="GeneID:14780"

/db_xref="MGI:MGI:104886"

/translation="MSKDCRPSDQKSAVLVMVTELRVFYLVPLLLASYVQTTPRPEKM

KMDCYKDVKGTIYDYEALSLNGKEHIPFKQYAGKHVLFVNVATYCGLTIQYPGMFVQE

KGFYLTSSFLQKGM"

mRNA join(42..154,1261..1414,3395..3512,3925..4024,5156..6299)

/gene="Gpx5"

/gene_synonym="Arep"

/product="glutathione peroxidase 5"

/note="Derived by automated computational analysis using

gene prediction method: BestRefSeq."

/transcript_id="NM_010343.2"

/db_xref="GeneID:14780"

/db_xref="MGI:MGI:104886"

CDS join(68..154,1261..1414,3395..3512,3925..4024,5156..5362)

/gene="Gpx5"

/gene_synonym="Arep"

/note="Derived by automated computational analysis using

gene prediction method: BestRefSeq."

/codon_start=1

/product="epididymal secretory glutathione peroxidase

precursor"

/protein_id="NP_034473.2"

/db_xref="CCDS:CCDS26270.1"

/db_xref="GeneID:14780"

/db_xref="MGI:MGI:104886"

/translation="MVTELRVFYLVPLLLASYVQTTPRPEKMKMDCYKDVKGTIYDYE

ALSLNGKEHIPFKQYAGKHVLFVNVATYCGLTIQYPELNALQEDLKPFGLVILGFPCN
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QFGKQEPGDNLEILPGLKYVRPGKGFLPNFQLFAKGDVNGENEQKIFTFLKRSCPHPS

ETVVMSKHTFWEPIKVHDIRWNFEKFLVGPDGIPVMRWFHQAPVSTVKSDIMAYLSHF

KTI"

ORIGIN

1 gtatcaaaac actggagaga tgagcaaaga ctgcaggccc tcagaccaga aatcggcagt

61 actagtcatg gttacagagt taagagtctt ctatcttgtt ccacttcttc tagccagcta

121 tgtgcagaca acccccaggc cggaaaagat gaaggtgagt aaggtccaga gagagctcag

181 cagggctgaa cacagtcacc tttgtccctt cggtcttgga agagcctcgc tttagtgttc

241 ttctctggtg gtcaccttga acctttcttc tcttcttctg tgagcttccc tttcataaat

301 aggagttgtt gagttgcata cggataagga ggaaagagtt cactaacaat tatcctttct

361 ccactgcttc cccaagtgga tgccccccac atgccatact agatgagagc agatctgttg

421 accacagtca tcaagtaggt agggactggg gtttggagga gttgactaat cacagaacga

481 atgatgaacg aaggaagggc ttgttgtaaa aaaaaaaaaa aaagagctaa tatggatttt

541 taagaataaa agaactcatg gggaaaaaca ataaccagaa tcctaaaagc aattaggttt

601 ggagtgatgg gtgtctgaga atctagtcct agctctgctc tcagtttgga gctcagctgt

661 tttatcgaca actgagctat ctgtgtagca gtagaaaggg caatccacag gaggatagaa

721 acacagaaga ggggacacta gacacaatca aatattcact cagagtggaa tagaacttct

781 tgtcttccat gaacaattta tagccgccag ccccccagca cagtcagtag atctggctgt

841 gctggtgagc acctgtcaac cttcacaagg cagggactca gctaaggcag agacagaaat

901 aaaactaaga cctaccttat agagaaattt aacatgagga tatgcaatga gaattgcaca

961 tagaacttat ttacttttag ttccttccct tcagattcat ccacactcgg cctccatccc

1021 atgtcaccac ttacttgtcg ctcctatgga gaaagcagtg acctctccga gcccctcctt

1081 tctctacata agcaatagac tttagcatgg agtcccactt ttcggttttc taatctctca

1141 cacaattctg tttgttctct gagtcctggt taccaccttc gctgtccaca tgtgctttgg

1201 gtgatcaagc agatgtgacc actgttgtca ctcataacaa agccttccaa attcttccag

1261 atggactgct acaaagatgt gaaaggcacc atctacgact atgaggctct gtctcttaat

1321 gggaaggaac acattccatt caagcagtat gcaggaaagc acgtcctctt tgtcaatgtg

1381 gctacctatt gcggtctgac aatccagtac cctggtaaga attcagagcc atgtgacctc

1441 aagaagaaat tttttagctg actatatttt aaattacatt ggatatccta ttccaattcc

1501 atatgtcata gtaatttatt ttcttctctg atgtcttaaa tcagcaaaga atggcccaca

1561 tgccaaacct agacagtttt tgtcaaaggt tctattggag cacagcatat actcacctgt

1621 gactgctttc acctcctaag gcagcggtca gtagttgtgt ggacactagt gatagagagc

1681 atgtgatcag caaaacctga aacaccattc agctcttcac ggaagacact ggtccttccc

1741 ctggataggc ctggtgtctt gtttaagact gccactggaa tcaatatatg tgaatgaaat

1801 ttggtaatat atcaatgagt taggaaattc cagaagtttc cttggcaact acaggagaga

1861 agatccatgt ttctgagatt tttccagggc aagataaaac agggaagagg ggccttgtac

1921 ctggtgtagc atatgaccag catagaagct ggtggagagg gtttctagtt gtgtgaacta

1981 ataaagtctt cttgtggatt attatggtat gcagtgtgct ttgcagaagt aatatattca

2041 caaagatcaa aagccaatgg aacaaaatct ttctgcttct tgtccccaac ccctgagaaa

2101 actgtcacat ttgtgagaga tgttctttct tcccaagccc ccgttgttaa catcgtgagc

2161 actatttgat gactttgaaa taataatgta catttgaagt cagcccaatt cctccttctc

2221 ttttagttga cgactaatct gtcttatcag tttatagagc cttaagaatg aatgatatcc

2281 tggcgtggag atgtgtagct gtgattctta ttctctgaac gctgaggaag gaagggcatg

2341 agcctcaggc caccctgggc taagaggatg accatatctc aaagaggaaa gaaaagcaat



2401 ctccttattt agtttacact tggtctgtag cagatgagta aaccaggaag agtttctaca

2461 gggctgaaag gcaggcttcc taatgtcttc tctctctact ggaaagagtg gttgtctggt

2521 aaacatgaca gagtggggag gaagagtgga aagtgtgtgg aaatatggag gcaatctcta

2581 actttaaagg ggtctttaag agagtccaat tgaccaagct ggatcctagt gtgataggct

2641 catatttgta gagcccagac agggttaaca aaggaaataa ctgtgagagt ctaagcaagg

2701 cagttgggac agttcatggc agtggacaat aggagcactg aagtttgagc atcacttcaa

2761 ctttggggac ttgttttttt tgttttttgt ttttttttgt ttttttgttt ttttttcccc

2821 aagtagaatc cattttttat ttccccagga agtttagctt gaagctcttg gcttctgcta

2881 cctgccaaat ttgtctgcat ttgctcagtg tgaattagcc tgtacccagg agagaaccat

2941 gcgaattcta tcagttagtc aacaaggagg gctagataat gagcgatagt attcccagct

3001 ggttttgttt taaatactgt ctgggttttg agtgacaaca ttggctggca ccatcttgga

3061 ggaatggatt tggaaatggg acctgagaat ccctgtttga aaacaaacaa acaaacaaac

3121 ctacatgtgg ttgtgagttt gagaaatgtt gcacagtaaa ggggctcaga gtgcaggtct

3181 agccacagtc atggtgttca gattctctga tctacagatg gttttcttct tctggttcct

3241 tctctgtaaa atgactagcc catagggtct tcctctggtc agcctgggct atgtacattc

3301 tcatatgtta ttgtagtagc aacagaccta agggatcctt cctggatggg ggtctccagg

3361 tccggccatc accttgtccc ctttctaacc acagagctga atgcactcca ggaggatctg

3421 aagccatttg gcttggttat attgggcttt ccctgcaacc aatttggaaa gcaagaacca

3481 ggagacaatt tagagattct tcctgggctc aagtaagtac ctacactaaa gctcagtaag

3541 agatctcatt gccttccctg tctcagagac ccttctgatc ctccgcactg ccagggaggg

3601 tggtgattca caggtttgag gcacttgcaa gcagattcta attgataaga atctgatgag

3661 gcctcttcat gcctgacagc cctggaggga tggatggtgg agaaattgga gatcagctat

3721 tcctgagaca agaacagtta aaggggtgga gacagactag aatcaagaaa acgaggagaa

3781 ccagggagac caacacacaa agcaagccct ttggctcctc catgtcacca acccctgctg

3841 catctctacc tctttctgcc ctacctatct gcatctcacc atcctaactt gtacccttgt

3901 gtcccaatct ttggcttgtt gcaggtatgt tcgtccagga aaagggtttt tacctaactt

3961 ccagcttttt gcaaaagggg atgtaaatgg tgaaaacgag cagaaaatct tcaccttctt

4021 gaaggtgagt gaatggctgg agtttgccca attcctcccc tccagacttc ctaccatccc

4081 ttaggagctt aaaaatatcc ataggttggt tatggttgaa acagacccaa gggctcattc

4141 ctagatgttg ggggtcaatc tttctggatg aaatctgctc agcatagaaa tgtgagctca

4201 tatgtcatag agatatgagt ctgttagcat ccacgggact ctggctttgg gaggaataga

4261 cagtgtgcaa tggcagcttt tactagaccc gttgctcatt ggcactcgtt ccctcattca

4321 tccaaggaac tttttgatga atctctgcca cctgtatggt aggctacata gtaacaacac

4381 agagaactca gagctttgca actgcatgca tggctctcca ggaactgctg gaaaagtgtg

4441 aggagggctt cgtgagtccc atccatctca ttttaagatt tgcctttatt tgaaggtcat

4501 gggccacatg taagttattc ttacagttct ctttttaaaa ttaatggaca aaatgtggct

4561 tagccttttt tcttcttctt ctttgataac aatcctagta gctctaagtt gttccccaaa

4621 aggtgttttt ttgaaattcc agcggtcctc agaaccctag accttggaaa ttacattcta

4681 gttcaagtca ttcactatgc agaaaaggaa aatgagactg tgcagaggaa ttcatctgtg

4741 gccccagcac tgggaggtag agtcatgagt atcaggagtt caaggtcgtc ttcagagaca

4801 cattgacttt gaggccagca tgggctatgt gagatcctat ctcacaaaca aacaatgaca

4861 aggacaagaa atgaaagctt gaaaggcaat aaatacatct taagctatgt aatgtgaatg

4921 ggatggagcc ctggggtgaa ggacagaaag aaggaatgtg cttaggctgt gagatcagaa

4981 aattcttggc atctggcatc acgatgagga gcagggtttg tggggtttag caggaaccac



5041 aggaggatgg gatgtatggg tgtcacaggg agggaattgc ctgtgaatga ggacaccctg

5101 ggtcatctaa ggaacagaaa taatgtgttt tctcttctct gcttctctgc cgcagcgttc

5161 ttgtcctcac ccctcagaga ctgtggtcat gagcaaacat accttctggg agccaataaa

5221 agtccatgac atccgctgga actttgagaa gttcctggtg ggacccgatg gcatccctgt

5281 catgcgctgg ttccaccagg ctcctgtcag cactgtcaag tctgacatca tggcgtacct

5341 gagccatttc aaaaccatat aggaaggcca agcttctgac ctcttcctcc ttccccctta

5401 aagactgctc tgaaaaaaag actccatctt ctcagcacac tcttcactga aatggactct

5461 acctccccaa gtcaccccta aattgcctaa gttcttcccc tgcacaagta gatttgtgtc

5521 tgggaagctg tagatgtttt tccttgttag atttatgagt tgaagagaga aaataaaaga

5581 aaaaagaaaa agctaaatcc agagacctca gaggtttggc tgagtatgtt agtactcacc

5641 tataatgtca gcactcagca gacattacag acatttcaga caggcagcga caggaggaac

5701 atgaatggca ggccagccta agctacaaga tatcatgtgt ccaaaaaaaa aaaaaaaaaa

5761 atccaccacc accaacacaa cccgattgaa ctactctaat tcaccaaagg atatggggat

5821 agcttggttg gaggctgtat ctgaaggaag agtccccttg gccattctga gtctttctct

5881 tcccagcctg aaggtggaga aagagcaatg gaggctggtc agacaatcta gtttgctcct

5941 ctgaaactgt gtgtctcctg agacaaatgc cttgtcagtt cctgaggtct tttaattcgg

6001 tcttcatctc tgtctccatc ctctctgccc ttctcctgcg gccaatctga gggagagtct

6061 gagcagattg actcgcacag gaggagggca tctccctgat gccaggatcg gggacttgtc

6121 cctgattctg cataagtgct cctttctgtg tgatcttcac ggggtcagct agtgcttatg

6181 agtggggatg cctttcatca tctgaagaat aggacccccc acatacacac cccaacctgg

6241 gattcttcaa cttcagaact agacatatta tttccaataa aatgttttct gaagcattc


