Bursaphelenchus xylophilus isolate CA 18S ribosomal RNA gene, partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA gene, and internal transcribed spacer 2, complete sequence; and 28S ribosomal RNA gene, partial sequence
GenBank: JF317229.1
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LOCUS       JF317229                 924 bp    DNA     linear   INV 12-MAR-2011
DEFINITION  Bursaphelenchus xylophilus isolate CA 18S ribosomal RNA gene,
            partial sequence; internal transcribed spacer 1, 5.8S ribosomal RNA
            gene, and internal transcribed spacer 2, complete sequence; and 28S
            ribosomal RNA gene, partial sequence.
ACCESSION   JF317229
VERSION     JF317229.1
KEYWORDS    .
SOURCE      Bursaphelenchus xylophilus (pine wood nematode)
  ORGANISM  Bursaphelenchus xylophilus
            Eukaryota; Metazoa; Ecdysozoa; Nematoda; Chromadorea; Rhabditida;
            Tylenchina; Tylenchomorpha; Aphelenchoidea; Aphelenchoididae;
            Bursaphelenchus.
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[bookmark: feature_JF317229.1][bookmark: comment_JF317229.1]FEATURES             Location/Qualifiers
     source          1..924
                     /organism="Bursaphelenchus xylophilus"
                     /mol_type="genomic DNA"
                     /isolate="CA"
                     /db_xref="taxon:6326"
                     /geo_loc_name="Canada"
                     /note="type: M form; PCR_primers=fwd_name: F194, rev_name:
                     5368r"
     rRNA            <1..41
                     /product="18S ribosomal RNA"
     misc_RNA        42..352
                     /product="internal transcribed spacer 1"
     rRNA            353..509
                     /product="5.8S ribosomal RNA"
     misc_RNA        510..825
                     /product="internal transcribed spacer 2"
     rRNA            826..>924
                     /product="28S ribosomal RNA"
ORIGIN      
[bookmark: sequence_JF317229.1][bookmark: _Hlk225341766][bookmark: _Hlk225341744][bookmark: _Hlk225341089]        1 cgtaacaagg tagctgtagg tgaaccttcg gctggatcat taccgatcct acgacacatt
[bookmark: _Hlk225341326]       61 tattcgtgct cgtcacgatg atgcgagcgg tgacttcggt tgccactcgc atgatggcgg
      121 ttcgattcgc gtcgttccgc ctactgatgg ttcgcacgga agccgagagg cgaccgtgca
      181 acggtgaagt ctgggtttct acgtgctgtt gttgagttgg cgttttaccg tgccgacaga
      241 tgagaccagc cagctgcttg ccgattcgtt ctggcgagcg taggattgaa aagcccgagc
      301 ggctgccctg acaaaacatt cattttacat ttattttgtt ggaaaagagc tttaagttac
      361 tccggtggat cacttggctc gcgggtcgat gaagaacgca gtgaattgcg ataataagta
      421 cgaattacag atattatgag taccatgttt ttgaatgcat attgcgctct tgggctttgc
[bookmark: _Hlk225340954][bookmark: _Hlk225341222]      481 tcttgagcat attcgattca gggtgtgttt ttaaactcga gcagaaacgc cgacttgttt
      541 ttttcgagtt tctgcacgtt gtgacagtcg tctcgcattg ttccacgcaa tgttaggcac
      601 catctgtttt acgcggtttg ttccgcgacc aatatcttct acgcactgtt tgttcgtgcg
      661 gcgagagggc ttcgtgctcg attgtcgtgc ggctaaaccg tttggtgatg ttgtttcaac
      721 ggcgcggccg tcagggacgt tcggatgaga atgtttggag tcctggctgc ggtttgttga
      781 gcttcgtcgt gaagccttgc gggcagtgtt gtcggaattg gttgaaacca cctgagttgg
      841 gtatgattac ctgctgaact taagcatatc agtaagcaga ggaaaagaaa caaacatgga
      901 ttcccttagt aacggcgagt gaaa
//
[bookmark: _GoBack]
