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LOCUS AM710395 3419 bp DNA linear BCT 26-JUL-2016

DEFINITION Bifidobacterium bifidum oppD gene (partial), bopA gene and pepC

gene (partial).

ACCESSION AM710395

VERSION AM710395.1

KEYWORDS ATPase; bopA gene; oppD gene; pepC gene; putative aminopeptidase C;

putative cell surface lipoprotein.

SOURCE Bifidobacterium bifidum

ORGANISM Bifidobacterium bifidum

Bacteria; Bacillati; Actinomycetota; Actinomycetes;

Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium.
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FEATURES Location/Qualifiers

source 1..3419

/organism="Bifidobacterium bifidum"

/mol_type="genomic DNA"

/strain="MIMBb75"

/isolation_source="human feces"

/host="Homo sapiens"

/db_xref="taxon:1681"

/geo_loc_name="Italy"

gene <1..933

/gene="oppD"

CDS <1..933

/gene="oppD"

/function="ATPase of the ABC transport system"

/codon_start=1

/transl_table=11

https://www.ncbi.nlm.nih.gov/nuccore/AM710395.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/AM710395.1?report=graph
https://www.ncbi.nlm.nih.gov/nuccore/AM710395.1
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1681
https://www.ncbi.nlm.nih.gov/pubmed/18539800
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1681
https://www.ncbi.nlm.nih.gov/nuccore/AM710395.1?from=1&to=933
https://www.ncbi.nlm.nih.gov/nuccore/AM710395.1?from=1&to=933
https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c


/product="putative ATPase"

/protein_id="CAM97355.1"

/db_xref="GOA:B2FH61"

/db_xref="InterPro:IPR003439"

/db_xref="InterPro:IPR003593"

/db_xref="InterPro:IPR010066"

/db_xref="InterPro:IPR013563"

/db_xref="InterPro:IPR017871"

/db_xref="UniProtKB/TrEMBL:B2FH61"

/translation="VDDVTFKIRQGETLALVGESGSGKSTTLMEIMNLMKPEDGRIVV

LGHDLAELKKKAERKALRKDLQIIFQDPMSSLDPRMPIYDVLAEPLKVHKWSKEKINR

RIGELMELVGLNPDYVDRFPAQFSGGQRQRISIARALATDPKVLLLDEPIASLDVSIQ

AGIINLLEDLQAKLKISYLFVAHDLAVIRHISDRVAVMYLGQVVELGETEDVFTHPRH

PYTQALLSAIPVPDPVVERTRQRIILKGDLPSPSEKHPGCRFASRCPVKLRLTPEQQK

MCETKRPVLTSDDQIATEFACHFPLDVNDESAPF"

gene 1106..2887

/gene="bopA"

CDS 1106..2887

/gene="bopA"

/function="adhesion protein; putative solute binding

protein of the ABC transport system"

/codon_start=1

/transl_table=11

/product="putative cell surface lipoprotein"

/protein_id="CAM97356.1"

/db_xref="GOA:B2FH62"

/db_xref="InterPro:IPR000914"

/db_xref="UniProtKB/TrEMBL:B2FH62"

/translation="MSFASTARKVTAFAAAAATLLALGACGNSNNGSAGNNGAKSTSE

PQEGVPTNYTGSFPMPDPGKAYNNPKDRGELKQGGTLTLPITEIGPNWNATDVNGNTV

YMSGLWRFYMPCIWEYPADGSLENIKPNTNYVTKVEQTSDSPETVVFTINDKATWNDG

TPITWKDFESTWKVQSGKSDKFTPALTTGYDQIKSVTKGDTDKQAVVTFEKDFYPYQS

LFNLLYPSEALTGDDTKDGDTFSKGWSNDSHSDKWGAGPFVVSKSSDSEVTFTPNPKW

WGDKPLLDKVVLKQMEPSAAMNAFKNGEIDAVGASDAESMTSAKTVKDAYLRRSYDSG

VYTLTINTKNIPLEVRKAFVQGVDRSQLQKIDFQGIEWTEKTPGSLILPQFQDGYEDN

MPAESKFSTANATKTLEDAGYKKNSDGYYEKGGKVAAITYTTFSDSASTKAKATAIQK

MAKTVGIKVSIDIKASNTFSDTVSSGNWDMIGLGWSASDPFGYASSAYQLYGSKSESN

FSFTGTDEIDKELESIPGIKDSTKAIAQFNKAEKEAQKLYAQIPYENGQITVAVKKGL

ANYGPAGYSSGARVMVTVHPENLGWEK"

gene complement(3084..>3419)

/gene="pepC"

CDS complement(3084..>3419)

/gene="pepC"

/codon_start=1
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/transl_table=11

/product="putative aminopeptidase C"

/protein_id="CAM97357.1"

/db_xref="GOA:B2FH60"

/db_xref="InterPro:IPR000169"

/db_xref="InterPro:IPR004134"

/db_xref="UniProtKB/TrEMBL:B2FH60"

/translation="GTVRVDELFGTEFASDKAHGLEYNDSRSNHAMTLTGVNLDKAGE

PDRWKVENSWGKDNGKDGYYVASGAWFDRYVQELIIRKEYLDERTLAAVDSEPVTLQP

WQPISKVCR"

ORIGIN

1 gtcgacgacg tgacgttcaa gattcgtcag ggggagaccc tggcgctggt cggcgagtcc

61 ggctccggca agtccaccac gctgatggag atcatgaacc tcatgaagcc cgaggacgga

121 cgcatcgtcg tactcggcca tgacctcgcc gaactcaaga agaaggcgga gcgcaaggcg

181 ttgcgcaagg acctgcagat catcttccag gatccgatga gctcgctcga cccgcgcatg

241 cccatctacg acgtgctcgc ggagccgctc aaggtgcaca agtggagcaa ggagaagatc

301 aaccgccgca tcggcgagct gatggagctg gtcggcctga accccgacta cgtggatcgc

361 ttcccggcgc agttctccgg tgggcagcgt cagcgcatct ccatcgcccg cgccctcgcc

421 accgatccga aggtgctgct gctcgacgag ccgatcgcgt ccctcgacgt gtcgattcag

481 gcgggcatca tcaacctgct tgaggacctg caggccaagc tgaagatctc atacctgttc

541 gtcgcgcacg atctggcggt catccgccac atctccgacc gcgtggccgt catgtacctc

601 ggccaggtgg tcgagctcgg cgagaccgag gacgtgttca cccatccgcg tcacccgtac

661 acgcaggcgc tgctgtcggc catccccgtg cccgaccccg tggtcgagcg cacccgccag

721 cgcatcatcc tcaagggaga cctgccgtct ccgtccgaga agcacccggg atgccgtttt

781 gcgtcccgct gccccgtcaa gctgcggctc actcccgagc agcagaagat gtgcgagacg

841 aaacgcccgg ttttgacgtc ggatgaccag atagcgaccg aattcgcctg tcacttcccg

901 ctggatgtga acgacgaatc cgcgccgttc taaagtcttt cgggccggtc atatgaccgg

961 cccgattgca ttggtttcgc cgaaaagtga aaagtgacgc caatgttaac aaaacgtggt

1021 gtatcatcac ggttctagtt gcgagatatt ttgaaggaga gaacggcacg cgcaactcgt

1081 gctgttcagg agaggaatgc aaagtatgag ttttgcatct accgcgcgta aggtcaccgc

1141 cttcgccgcc gctgcagcca cgcttctggc gcttggtgct tgcggcaaca gcaacaacgg

1201 cagcgccggc aacaacggcg ccaagtccac ttccgaaccg caggaaggtg ttcccaccaa

1261 ctacaccggt tcgttcccga tgccggatcc gggcaaggcc tacaacaacc cgaaggaccg

1321 cggcgagctg aagcagggtg gcaccctcac cctgccgatc accgagatcg gcccgaactg

1381 gaacgccact gacgtcaacg gcaacaccgt gtacatgagc ggcctgtggc gcttctacat

1441 gccgtgcatc tgggagtacc cggcggatgg ttccctggag aacatcaagc cgaacaccaa

1501 ctacgtgacc aaggtcgagc agacctccga cagccctgag accgttgtct tcacgatcaa

1561 cgacaaggcc acctggaacg acggcacccc gatcacctgg aaggacttcg agtccacctg

1621 gaaggtccag agcggcaaga gcgacaagtt caccccggcc ctcaccactg gttacgacca

1681 gatcaagagc gtcaccaagg gcgacaccga caagcaggcc gtcgtgacgt tcgagaagga

1741 cttctacccc taccagtccc tgttcaacct gctgtacccg tctgaagccc tcaccggcga

1801 cgacaccaag gacggcgaca ccttctccaa gggttggtcg aacgactctc actccgacaa

1861 gtggggcgcc ggcccgttcg tcgtctccaa gagctccgac tccgaagtga ccttcacccc

1921 gaacccgaag tggtggggcg acaagccgct gctggacaag gtcgtgctca agcagatgga

https://www.ncbi.nlm.nih.gov/Taxonomy/Utils/wprintgc.cgi?mode=c
https://www.ncbi.nlm.nih.gov/protein/187468478
https://www.ebi.ac.uk/ego/GProtein?ac=B2FH60
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR000169
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR004134
https://www.uniprot.org/uniprot/B2FH60


1981 gccgtccgct gccatgaacg ccttcaagaa cggtgagatt gacgccgtcg gcgcttccga

2041 cgccgagtcc atgacgagcg cgaagaccgt gaaggacgct tacctgcgtc gttcctacga

2101 ctccggtgtg tacacgctga ccatcaacac caagaacatc ccgctggagg tccgcaaggc

2161 cttcgtccag ggcgtcgacc gcagccagct gcagaagatc gacttccagg gtatcgaatg

2221 gaccgagaag accccgggct ccctgattct gcctcagttc caggacggct acgaggacaa

2281 catgcccgct gagtcgaagt tctccaccgc caacgccacc aagacccttg aggacgccgg

2341 ctacaagaag aacagcgacg gctactacga gaagggcggc aaggtcgcgg ccattacgta

2401 cacgacgttc tccgactccg cctctaccaa ggccaaggca accgccatcc agaagatggc

2461 caagaccgtc ggcatcaagg tgagcatcga catcaaggct tcgaacacct tctccgacac

2521 cgtcagctct ggtaactggg acatgatcgg cctcggctgg tccgctagcg acccgttcgg

2581 ctacgcgtcc tccgcttacc agctctacgg ctccaagtcc gagtccaact tctccttcac

2641 cggcaccgac gagatcgaca aggagctcga gtccatcccg ggcatcaagg acagcaccaa

2701 ggccattgct cagttcaaca aggctgagaa ggaagcccag aagctgtacg ctcagatccc

2761 gtacgagaac ggccagatca ctgtcgccgt caagaagggt cttgcgaact acggtcctgc

2821 aggctactcc tccggcgcgc gtgtcatggt gaccgttcac cccgagaacc tcggctggga

2881 gaagtgagtc gtctgattca tcgatctcat tgagatagcg atatagaagt cccccgtggc

2941 tgcaaagtca cgggggactt ctcgtatgtg tggacgatgt tggaccaccc ccagccggcc

3001 atgccggcag cccccgatag cggggggttg ccagccgaag gctgactggg ggtggtcacg

3061 ctggcagagc gggtatgccc cgctcagcgg cagaccttgg agatcggctg ccagggctgc

3121 agggtcaccg gttcggaatc caccgcggcg agcgtgcgct cgtccaggta ttccttgcgg

3181 atgatgagct cctgaacata gcggtcgaac cacgcgccgg aggcgacata gtagccgtcc

3241 ttgccgttgt ccttgcccca gctgttctcc accttccaac ggtccggctc accggccttg

3301 tcgaggttga cgccggtgag cgtcatggcg tggttgctgc gcgaatcgtt gtattccaga

3361 ccgtgcgcct tgtccgatgc gaactcggtg ccgaacagct catccacgcg cacggtgcc
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