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LOCUS       MW466987                 544 bp    DNA     linear   BCT 18-JAN-2021
DEFINITION  Bifidobacterium breve strain 15499 16S ribosomal RNA gene, partial
            sequence.
ACCESSION   MW466987
VERSION     MW466987.1
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SOURCE      Bifidobacterium breve
  ORGANISM  Bifidobacterium breve
            Bacteria; Bacillati; Actinomycetota; Actinomycetes;
            Bifidobacteriales; Bifidobacteriaceae; Bifidobacterium.
REFERENCE   1  (bases 1 to 544)
  AUTHORS   Fang,S.
  TITLE     Direct Submission
  JOURNAL   Submitted (13-JAN-2021) R&D, Wuhan Wecare Probiotic Research
            Institute Co., Ltd., No. 666 Gaoxin Avenue, Wuhan 430075, China
[bookmark: comment_MW466987.1]COMMENT     Sequences were screened for chimeras by the submitter using Progrem
            Applied Biosystems DNA Sequencers.
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[bookmark: feature_MW466987.1]FEATURES             Location/Qualifiers
     source          1..544
                     /organism="Bifidobacterium breve"
                     /mol_type="genomic DNA"
                     /strain="15499"
                     /db_xref="taxon:1685"
     rRNA            <1..>544
                     /product="16S ribosomal RNA"
ORIGIN      
[bookmark: sequence_MW466987.1][bookmark: _Hlk205562646]        1 gggtggtaat gccggatgct ccatcacacc gcatggtgtg ttgggaaagc ctttgcggca
       61 tgggatgggg tcgcgtccta tcagcttgat ggcggggtaa cggcccacca tggcttcgac
      121 gggtagccgg cctgagaggg cgaccggcca cattgggact gagatacggc ccagactcct
      181 acgggaggca gcagtgggga atattgcaca atgggcgcaa gcctgatgca gcgacgccgc
      241 gtgagggatg gaggccttcg ggttgtaaac ctcttttgtt agggagcaag gcactttgtg
      301 ttgagtgtac ctttcgaata agcaccggct aactacgtgc cagcagccgc ggtaatacgt
      361 agggtgcaag cgttatccgg aattattggg cgtaaagggc tcgtaggcgg ttcgtcgcgt
      421 ccggtgtgaa agtccatcgc ttaacggtgg atccgcgccg ggtacgggcg ggcttgagtg
      481 cggtagggga gactggaatt cccggtgtaa cggtggaatg tgtagatatc ggaaagaaac
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