Squash mosaic virus isolate DSMZ PV-1329 segment RNA 2, partial sequence
GenBank: OL311705.1
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LOCUS       OL311705                3371 bp    RNA     linear   VRL 10-APR-2022
DEFINITION  Squash mosaic virus isolate DSMZ PV-1329 segment RNA 2, partial
            sequence.
ACCESSION   OL311705
VERSION     OL311705.1
KEYWORDS    .
SOURCE      Squash mosaic virus
  ORGANISM  Squash mosaic virus
            Viruses; Riboviria; Orthornavirae; Pisuviricota; Pisoniviricetes;
            Picornavirales; Secoviridae; Comovirinae; Comovirus; Comovirus
            cucurbitae.
REFERENCE   1  (bases 1 to 3371)
  AUTHORS   Knierim,D., Margaria,P., Menzel,W. and Winter,S.
  TITLE     Plant Virus Collection isolate
  JOURNAL   Unpublished
REFERENCE   2  (bases 1 to 3371)
  AUTHORS   Knierim,D., Margaria,P., Menzel,W. and Winter,S.
  TITLE     Direct Submission
  JOURNAL   Submitted (29-OCT-2021) Plant Virus Department, Leibniz Institute
            DSMZ - German Collection of Microorganisms and Cell Cultures,
            Inhoffenstrasse 7B, Braunschweig 38124, Germany
[bookmark: comment_OL311705.1]COMMENT     ##Assembly-Data-START##
            Assembly Method       :: Geneious Prime v. 2021.2.2
            Sequencing Technology :: Illumina
            ##Assembly-Data-END##
[bookmark: feature_OL311705.1]FEATURES             Location/Qualifiers
     source          1..3371
                     /organism="Squash mosaic virus"
                     /mol_type="genomic RNA"
                     /isolate="DSMZ PV-1329"
                     /host="Cucumis melo"
                     /db_xref="taxon:12263"
                     /segment="RNA 2"
                     /lab_host="Cucurbita pepo"
                     /geo_loc_name="Israel"
     CDS             218..3247
                     /codon_start=1
                     /product="polyprotein 2"
                     /protein_id="UOF93029.1"
                     /translation="MWHFCEQVYECFEGYHRDYSVQTVPVEYLASHYIVNKFRPDPLA
                     VLWLFCLGIWWEIIQILHHLFQYKEPALFVGSCQNLAAFLEKKCSMEVIQKEGLAASA
                     LKDKERLTEKAVVNQPLSNLIPHSNKMYERSKSLLSGLKRGLIKQKEIAFDKLMGGST
                     IDFQHIPTGTLTPGENKVLDIPIVPQHLLTSTNITDYHQANKKNANGATALHVGAIEV
                     IMDCFTSPDSNICGGMLLVDTAHLNPDNAIRSVFVAPFIGGRPIRVLLFPDTLVEIAP
                     NMNSRFKLLCTTSNGDVAPDFNLAMVKVNVAGCAVSLTKTYTPTAYLEQELIKEKGAI
                     VQYLNRHTFSMHRNNQMTKEEMQKQRLSFRLESALTLQEKHPLHATFCKSTNFVYKIG
                     GDAKEGSNGNLTVNESQLSSHSPSAHVLHKHNNSGDNEVEFSEIGVVVPGAGRTKAYG
                     QNELDLAQLSLDDTSSLRGTALQTKLATSRIILSKTMVGNTVLREDLLATFLQDSNER
                     AAIDLIRTHVIRGKIRCVASINVPENTGCALAICFNSGITGAADTDIYTTSSQDAIVW
                     NPACEKAVELTFNPNPCGDAWNFVFLQQTKAHFAVQCVTGWTTTPLTDLALVLTWHID
                     RSLCVPKTLTISSAHASFPINRWMGKLSFPQGPARVLKRMPLAIGGGAGTKDAILMNM
                     PNAVISLHRYFRGDFVFEITKMSSPYIKATIAFFIAFGDITEEMTNLESFPHKLVQFA
                     EIQGRTTITFTQSEFLTAWSTQVLSTVNPQKDGCPHLYALLHDSATSTIEGNFVIGVK
                     LLDIRNYRAYGHNPGFEGARLLGISGQSTMVQQLGTYNPIWMVRTPLESTAQQNFASF
                     TADLMESTISGDSTGNWNITVYPSPIANLLKVAAWKKGTIRFQLICRGAAVKQSDWAA
                     SARIDLINNLSNKALPARSWYITKPRGGDIEFDLEIAGPNNGFEMANSSWAFQTTWYL
                     EIAIDNPKQFTLFELNACLMEDFEVAGNTLNPPILLS"
     mat_peptide     218..1570
                     /product="replication associated protein"
     CDS             485..3247
                     /codon_start=1
                     /product="polyprotein 2'"
                     /protein_id="UOF93030.1"
                     /translation="MEVIQKEGLAASALKDKERLTEKAVVNQPLSNLIPHSNKMYERS
                     KSLLSGLKRGLIKQKEIAFDKLMGGSTIDFQHIPTGTLTPGENKVLDIPIVPQHLLTS
                     TNITDYHQANKKNANGATALHVGAIEVIMDCFTSPDSNICGGMLLVDTAHLNPDNAIR
                     SVFVAPFIGGRPIRVLLFPDTLVEIAPNMNSRFKLLCTTSNGDVAPDFNLAMVKVNVA
                     GCAVSLTKTYTPTAYLEQELIKEKGAIVQYLNRHTFSMHRNNQMTKEEMQKQRLSFRL
                     ESALTLQEKHPLHATFCKSTNFVYKIGGDAKEGSNGNLTVNESQLSSHSPSAHVLHKH
                     NNSGDNEVEFSEIGVVVPGAGRTKAYGQNELDLAQLSLDDTSSLRGTALQTKLATSRI
                     ILSKTMVGNTVLREDLLATFLQDSNERAAIDLIRTHVIRGKIRCVASINVPENTGCAL
                     AICFNSGITGAADTDIYTTSSQDAIVWNPACEKAVELTFNPNPCGDAWNFVFLQQTKA
                     HFAVQCVTGWTTTPLTDLALVLTWHIDRSLCVPKTLTISSAHASFPINRWMGKLSFPQ
                     GPARVLKRMPLAIGGGAGTKDAILMNMPNAVISLHRYFRGDFVFEITKMSSPYIKATI
                     AFFIAFGDITEEMTNLESFPHKLVQFAEIQGRTTITFTQSEFLTAWSTQVLSTVNPQK
                     DGCPHLYALLHDSATSTIEGNFVIGVKLLDIRNYRAYGHNPGFEGARLLGISGQSTMV
                     QQLGTYNPIWMVRTPLESTAQQNFASFTADLMESTISGDSTGNWNITVYPSPIANLLK
                     VAAWKKGTIRFQLICRGAAVKQSDWAASARIDLINNLSNKALPARSWYITKPRGGDIE
                     FDLEIAGPNNGFEMANSSWAFQTTWYLEIAIDNPKQFTLFELNACLMEDFEVAGNTLN
                     PPILLS"
     mat_peptide     485..1570
                     /product="movement protein peptide"
     mat_peptide     1571..2692
                     /product="large capsid protein"
     mat_peptide     2693..3244
                     /product="small capsid protein"
ORIGIN      
[bookmark: sequence_OL311705.1][bookmark: OLE_LINK1][bookmark: OLE_LINK2]        1 tattaaaaat tttataaaaa tttttaataa ccgtcttctt gggatcaaag gatccccacc
       61 caaagtgttc tttaaaagtg atcttctgct ccctctttgc actttacggc ttcggtagac
      121 tgtgccaaga gttttctccc tctttctctt ctttccttaa tccttttaaa atttcagcca
      181 aatgtatgca tttgcttaat tcaattaatt tgcattcatg tggcatttct gcgaacaagt
      241 ttacgagtgt tttgagggtt accatagaga ctactctgtt caaacggtcc ccgtggaata
      301 cttggcctca cactatattg tcaacaagtt tagacccgac cctctagctg ttttgtggct
      361 tttctgtttg gggatttggt gggagattat tcagatactc catcatctat ttcagtataa
      421 agaaccagca ctttttgttg gcagttgtca aaatcttgct gcttttttag agaaaaagtg
      481 ctccatggaa gtgattcaaa aggaaggttt ggctgcttcg gcactcaagg acaaggagcg
      541 attgaccgaa aaagctgtgg tcaatcaacc cctgagtaat ttaattcccc attcgaataa
      601 aatgtatgag cgaagtaaga gtctcctatc tggtctcaag cgaggtttga taaagcaaaa
      661 agagatagct tttgacaagc tcatgggagg ttcaacaatt gatttccagc atatcccaac
      721 aggaactctc acacctggtg agaacaaagt gctggacata ccaattgttc cacagcattt
      781 gttgactagt acaaatataa cagattacca ccaggctaac aagaaaaatg ctaatggtgc
      841 tactgcgctc catgttgggg ctatagaggt cattatggat tgctttacct ctcctgatag
      901 caatatttgt ggtggcatgc tgttggttga tacagcacat ttaaatccgg ataatgctat
      961 aagaagtgtg ttcgttgcgc catttatagg tggtcgtcct attcgagttt tgctatttcc
     1021 agacaccttg gtggagattg ccccgaacat gaactcccga ttcaaattgc tatgtactac
     1081 gagtaatggc gatgttgcac cagattttaa tttggcgatg gtcaaagtca acgttgcagg
     1141 ttgtgctgtt agtttgacta agacatacac tcctacagct tatctcgagc aagagttaat
     1201 caaagaaaag ggggccattg ttcaatattt gaacaggcac accttctcta tgcatcggaa
     1261 caatcagatg acaaaggaag agatgcaaaa gcagcgccta tcttttagat tggaaagtgc
     1321 tctcactttg caggaaaagc atcctttgca cgccactttc tgcaaatcaa ctaattttgt
     1381 ttataagatt ggtggagatg caaaagaggg cagcaatggc aatctaactg ttaatgaaag
     1441 ccaattgtcc tcacactctc cttctgcaca tgttttgcac aagcacaaca acagtggtga
     1501 caatgaagta gagttctcag aaattggtgt agttgtacca ggtgctggca gaaccaaggc
     1561 ttatggccaa aatgagctag atcttgcgca actttctctg gatgacacca gttctcttcg
     1621 tggaactgcg ttgcaaacca aactggccac gtcccgtatc attttgagta agacaatggt
     1681 cggaaatact gtgctcaggg aggatttgct tgccaccttt ttgcaagata gcaatgagag
     1741 ggccgctata gatttgattc gcacccatgt cattagaggc aaaatacgct gtgttgcttc
     1801 tatcaatgtt ccggaaaata caggttgtgc attagctatc tgttttaaca gtggcataac
     1861 aggagctgca gatacagaca tttataccac aagttctcag gatgccattg tgtggaatcc
     1921 tgcttgcgag aaagctgttg agttgacatt caaccccaat ccttgtggtg atgcttggaa
     1981 ttttgtgttt ctgcaacaaa caaaggcaca ttttgccgtt cagtgtgtga ccgggtggac
     2041 tacaacgcca cttacagatt tagcgttggt gcttacatgg cacattgata gaagcttgtg
     2101 tgtgcccaaa actttgacaa ttagctccgc acatgcttct tttccaataa atcgttggat
     2161 gggaaagttg tcctttccgc aagggcctgc gcgtgttctt aagaggatgc ccttggccat
     2221 tggtggcggg gctggtacca aagatgctat cttgatgaat atgccaaacg ctgttatttc
     2281 acttcatcga tattttagag gggattttgt ctttgaaata acaaagatga gttctcccta
     2341 tatcaaggca accattgctt tttttatagc gtttggtgat attacggagg aaatgactaa
     2401 cttggagagt tttccccaca agcttgtgca gtttgctgaa attcaggggc gcactaccat
     2461 aacgttcacg caaagcgaat ttttgacggc atggtctaca caagtattaa gcactgttaa
     2521 tcctcagaaa gatgggtgtc cccatttgta tgcactcttg cacgattctg ctacgtcaac
     2581 cattgaagga aattttgtca ttggtgttaa attgctggat attaggaact atcgtgctta
     2641 cggccataac cctggttttg agggagctcg cttactagga atttctgggc agagtaccat
     2701 ggtacagcag cttggaactt ataatccaat ctggatggtt cgcacgccct tagaaagtac
     2761 agcccaacag aattttgcga gtttcactgc tgatttgatg gaatccacga taagtgggga
     2821 ctctactgga aattggaata tcacagttta cccgagtcct atagctaatt tattgaaagt
     2881 ggctgcttgg aagaagggga ctataagatt tcaacttatt tgtcggggtg ctgctgttaa
     2941 gcagtctgac tgggctgcgt cagctagaat agacttgatt aacaacctct cgaacaaagc
     3001 tttacccgca cgttcctggt atattactaa gccacgagga ggcgacatcg agtttgactt
     3061 agagatagcg ggaccaaaca atggtttcga aatggcgaac tccagttggg ctttccagac
     3121 cacatggtat ttggaaattg ctatagacaa tcctaagcaa ttcactcttt ttgagttaaa
     3181 tgcttgtctt atggaagact ttgaagtggc tggaaatact ttaaatccac ctattttgct
     3241 ttcatagttg tttcgttgtt tgtttccttc ttttctgggt tttgttgtgg cttctttccc
     3301 agttcgcttt agaagcctct ctttgtaaat tttaagagct tgttttcttt gatgcattct
     3361 cttttctttt t
//
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