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FEATURES Location/Qualifiers

source 1..1461

/organism="Alternaria alternata"

/organelle="mitochondrion"

/mol_type="genomic DNA"

/isolate="AA2"

/host="Citrus sp."

/db_xref="taxon:5599"

/geo_loc_name="Italy"

gene <1..>1461

/gene="cytb"

CDS join(<1..109,1362..>1461)

https://www.ncbi.nlm.nih.gov/nuccore/OQ355016.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/OQ355016.1?report=graph
https://www.ncbi.nlm.nih.gov/nucleotide/OQ355016.1?report=genbank&log$=nucltop&blast_rank=8&RID=A3X0WAPB013
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=5599
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/gene="cytb"

/codon_start=1

/transl_table=4

/product="cytochrome b"

/protein_id="WJE88865.1"

/translation="AFLGYVLPYGQMSLWGATVITNLMSAIPWVGQDIVEFIWGGFSV

NNATLNRFFSLHFVLPFVLAALALM"

ORIGIN

1 gctttcttgg gatacgtctt gccatacggg caaatgtcat tatgaggtgc aacagttatt

61 actaacctta tgagtgctat accttgagta ggtcaagata ttgttgagtc aaataatttt

121 acagaaaact acactacagt ttattgctta tctagtttac tacctacgat aggtactgtt

181 agtgctaacg cattaaaaaa aggaaataaa aatgttagat gtaacaaaaa agaatattta

241 tccatacctc cttcttttct gtctttttta gcaggattga tagacggaga cggttacata

301 caaataacaa aaacaactaa aggatttata gccattaagc tagttatatc tattcattta

361 aaggatattt caactttaga gtatatacgt tccgttctaa atttaggtaa gattactata

421 tataaagata ataaaagtcc aacttgtaaa ttgattatta acaaaactga tttacaagaa

481 attctgttcc cattattatt acaccataac atattttttt taactgaaac aagaaataac

541 caatttaaca ctgctatggt aatactagat aaagacataa aaaggtttga tcttatacca

601 gatataaata atatggttaa aatatttaac ttaccagtag atgcagtaga ttatgttaaa

661 ttaagtttct ttaaaaattg aatagttggt tttacaatgg cagaagggtc attttttata

721 aaaagtaata atgacggttg ttttcaattg aaacaaataa tgcatcctag tttatttgaa

781 tcatttaaat tagtgtttga tacaagtaga aagatagata ttgaaaaaaa tatgtataat

841 cagttttctg tatcttccaa agctgacata caaactgtta taaatttctt ttctttttca

901 ggtttacatt ctttgatagg acttaaaggt atttcttata taaaatgatt aaatgattta

961 agaaatagca atcgttatgg taatcttaat tttccttcca acaaataatt acattctttc

1021 atttttattt tcttttatct gtattaatgg gctcctttga atggtaacat tcaataggca

1081 aatggggaga attgcaagaa catctataaa taataacctc cgatttatag attacttgca

1141 gcgaagcttg attcggtatt ataaatggat caagaacgtt caacgactaa tgagtgagta

1201 ataccaacaa taagctcgac acgagtaccc cacaaccaat cattaaaaac tatagttaat

1261 gatgcttggt tgaagacata gtctaaacac caaatatata taaaattggt gaaaataggg

1321 attaaatgcc ctattaaaac gattaatatt cgtttatatc gtcatttgag gaggtttcag

1381 tgttaacaat gcaacattaa atagattctt ctcattacat ttcgttttac ctttcgtatt

1441 agctgcttta gcactaatgc a
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