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VALIDATED REFSEQ: This record has undergone validation or
preliminary review. This record has been curated by Drs. Andrew
Davison (Institute of Virology, Glasgow, UK) and Paul Farrell
(Imperial College School of Medicine, London, UK). The reference
sequence was derived from AJ507799.

CONSTRUCTION: This sequence was assembled from data for the B95-8

(V01555) and Raji (M35547) strains with corrections. The number of
IRl (W) repeats in V01555 has been reduced from 11.6 to a more
typical 7.6, and the missing B95-8 sequence has been restored to
give a sequence more representative of wild type EBV.

NUMBERING: Like the modified B95-8 sequence in V01555, this

sequence starts 1 bp to the left of the EcoRI site separating

Dhet from EcoRI I (i.e. the first A of AGAATTC).
TRANSCRIPTION: Long-range splicing of the EBNA and BART genes

generates multiple, complex mRNAs. A single mRNA structure is

for each gene, but alternatives may initiate at other promoters

may involve various exon combinations. TATA and polyA signals are

shown as non-experimental where predicted or as experimental where

supporting data are available. Predictions of TATA or polyA
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are not made for some genes.
NOMENCLATURE: The original gene nomenclature has been retained.
Genes presumably inherited from the common ancestor of alpha-,
beta- and gammaherpesviruses (core genes), from the common
ancestor
of beta- and gammaherpesviruses (betagamma genes), or from the
common ancestor of gammaherpesviruses (gamma genes) are indicated.
A standard protein nomenclature has been applied so that orthologs
have the same name in all herpesviruses.
CONFIDENCE: Evidence for encoded protein functions is more
convincing for some ORFs than others, and rests on a combination
of
factors, including evolutionary conservation, expression and
functional data. The most questionable ORFs are annotated as such.
COMPLETENESS: full length.
FEATURES Location/Qualifiers
source 1..171823
/organism="Human gammaherpesvirus 4"
/mol type="genomic DNA"
/strain="B95-8"
/strain="Raji"
/host="Homo sapiens"
/db_xref="taxon:10376"
/type="1"
/common="Epstein-Barr virus"
/acronym="EBV"
/acronym="HHV-4"
source join(1l..139723,151555..171823)
/organism="Human gammaherpesvirus 4"
/mol type="genomic DNA"
/strain="B95-8"
/host="Homo sapiens"
/db_xref="taxon:10376"
/type="1"
/common="Epstein-Barr virus"
/acronym="EBV"
source 139724..151554
/organism="Human gammaherpesvirus 4"
/mol type="genomic DNA"
/strain="Raji"
/host="Homo sapiens"
/db_ xref="taxon:10376"
/type="1"

/common="Epstein-Barr virus"
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/acronym="EBV"
regulatory 23568..23573
/regulatory class="TATA box"
/gene="EBNA-LP"
/locus_tag="HHV4 EBNA-LP"
/experiment="experimental evidence, no additional details
recorded"
/note="W promoter (Wp) used in earlier stages of latent

infection"
repeat region 24289..27360
/rpt_family="IR1; W"
/rpt_type=direct
gene <24829..25980
/gene="BWRF1"
/locus_tag="HHV4 BWRF1.5"
/db_xref="GeneID:3783737"
CDS <24829..25980
/gene="BWRF1"
/locus_tag="HHV4 BWRF1.5"
/note="questionable whether a protein function is encoded"
/codon_start=1
/product="protein BWRF1"
/protein id="YP 401640.1"
/db xref="UniProtKB/TrEMBL:Q8AZK3"
/db xref="GeneID:3783737"
/translation="VWEAEGRPRPGEVEGDRPGLCWQSPGDPLRPSGPGRSPSAPQTD
PRVSRQOGPASSGAAGSPPOAPQTRVSASRADRPRAWRLLGASRRGWFCPSLCPSEEPG
TSGTPEPLGPASRRPPGLRSPLSPVKPKECLRGATLGAQAPE SRGQGHLRVPPRVPGQ
PEGPRQPGRPQRPVPRPFPGLQSPGCPPEGTLGVPSPPLQARASPSRRGASLGPQVQP
HRDPSGPDPPTGPSLCPPAPLQPSLHPRPQLLASPGPPGOQPEGPRQPGRVAFPLPWPL

LPASHPSPLSLPPHRVHQAGRRDPGGPVSVPPAAAQSLPPGKGASFSPPSLRPSLLCT
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VCKVQPPTPVHGSRAQPRPPLPTVDRPSVHPGHPRPPVSTPVPSRGDEM"
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cagcgggcac
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ggtttccatg
aggtactctt
cttgcctttt
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cttgttgcta
tttaagcagc
gaaaacaagc
atgttattac
agtggaaata
gccggcegcetg
gcaggattcc
tcaccgttct
gtcattagat
ccaccgaccc
atcacgtgta
tgcccggtat
catacaggag
cccggggecc
tcccaggect
aaacggcgag
ctatgtgtat

ccagcaattc

tcaccgtcge
acccggcccg
agcccaacac
ctcggacagc
agacgagtcc
tcaggggtaa
ttcttgcttt
catcagccag
gtcccecgtcece
cacagcctgg
cccggcctcea
cccctteget
tacctgcccc
tccctgaaga
ggccattggg
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acgctgctgc
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tcctaagaag
gtagaagggt
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ggcttcatgc
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gcaaccctgce
cctgatcctc
tcttggccac
cccagcggcec
cccagattga

agcacccggt

gtttgactgt
ctgttttgca
tactggcttt
ttttaacatt
tttctggaca
ctgattttgg
ggtaagtttt
gcatctcttt
agatccttct
taatcgctgg
tacccagtga
taacacacat
tggcatactc
tccagttttt
ggtgatgtct
cattggtaag
ttacatgggt
ctgctgctac
cactgtataa
caaggatgga
ttattatggt
atgagctact
agaacctgct
agagggccag
acttgggcac
cagactggat
tgggcgccac

atccaagcct
tatcgggcca
ccaggcacac
gcaccggtcg
cctcgtccag
ctctccaggg
ctgggggcta
cctcctcagt
cgggcttcag
cagacgcctt
tgctcccecctce
cccecggtcecce
gcaccccggyg
attctctctg
gagaccagtc

ccctccgggg
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ggcagagaca
gtcggctggg
ggaggggcct
aggcccgggyg
ctgagaccct
aggcagggtc
gtctcggcca
ggttggttct
cccctcggge
cccaaagaat
gggcacctca
cggccccaga
gaagggaccc
ggggcctctt
accggccctt
cttctggcect
gccttcecte
ccccaccggg
gcagccgccce
cccagtctcc
gcccagcectce
cgcccccectg
gctccccata
cccecctggeg
tcceccgaggg
gcccccaaaa
gatctaaggc
gatttggacc
aaactttaga
cctaaaaccc
aaagaggaat
ggcccaaggg
gacagcagcc
tgcagctatt
tctacctcte
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ccatccaagc
ggtatcgggce
acccaggcac
aggcaccggt
gtcctcgtcce
acctctccag

acctgggggc

gccctcecctceca

ggcagggccce
ctggccgagce
ggctccgcecg
aagtggaggg
ccgggcccgg
cggcatcttc
gccgagccga
gcccctctet
ccgcctccag
gtctgagggg
gggtgcctcc
ggccggttcc
taggcgtccc
tgggccctca
ctctctgtcc
cccecgggtece
tcceectggece
tccatcaggce
agtctctgcce
tgtgcactgt
gtccacccct
tgtccacccc
gactcccatg
gcccagcccg
tgaggcccag
gtagaggctc
cgggagaggce
cgaaatctga
ggcgaatggg
ccaggaagcg
aagcccccag
ggttcgcgtt
aattgtcagt
tctggtcgca
cctagcccte
ctcgtcttge
ctaggggaga
cagaggtaag
acactacaca
cgcccagtcc
agcaagaaga
ggctcacata
tagtctgggt

gttccctagt

cccggcagcet
ccgggtcectgg
ggtggccctg
ggatcgcccg
acggtcgccc
aggggcagca
ccggccccge
ctgtccttca
gcgccctect
agccaccctc
ccgggtccca
tcgcccectte
ctctcctccce
agtccagccc
ccctgctect
accaggccag
tctccttecce
cggccggagyg
tccaggcaag
ctgtaaagtc
ccccacggtg
agtcccgtcc
taagcctgcecc
acccccgggce
cccecteeceg
aggccatgcg
agccccaaag
cactttagag
cgccattttg
ggtctatggt
acaggggagt
gctaggccac
tctagggagg
tcagagcgcc
cgccccecctece
cctgcgcceccg
ccgaagtgaa
tggactttaa
cacccacccg
taccagaggg
ggaggtggta
aagggaggct

gggattaggc
ccccecgggcett

ggccccgagg
gaggtctggg
gggtaagtct
ggtctctgtt
tcagcccceccce
ggctcaccac
gcctggcgcecc
gaggaaccag
ggtctccgcect
ggggcccagg

ggccagccgg
cccgggcette

ctccaggccc
caccgagacc
ctccaacctt
ccggagggac
gcctcccacc
gaccccggcg
ggcgccagct
cagcctccca
gacaggccct
aggggggact
tcgagtaggt
gcccccaaac
cccctgtcca
cgccctgtceca
cgggtgcagt
ctctggagga
tccccacgeg
tggctgcgcect
gggcttgttt
cttctcagtc
gggaccactg
aggagtccac
aaggactcgg
gggccacctt
ggccctggac
ttttttctge
tctcagggtc
ggccaagaac
agcggttcac
tagtatacat
tgcctcaagt

caggccccect

aggcgcccgg
gtggcgagcce
gggaggcaga
ggcagagtcc
agacagaccc
cacaggcccc
tcctcgggge
ggacctcggg
cccctcectgag
ccccagagtce
agggaccccg
agagcccagg
gagcctctcce
cgagtggccc
cgctccaccc
cccggecagcec
cgagccccect
gcccggtgte
tttctcccce
cgcccgtcecca
ctgtccaccc
ttatgtgacc
gcctccagag
tttgtccaga
ctgcccecggt
ccaggcctgce
aacaggtaat
ctttaaaact
cgcataatgg
gctgctatct
gtgacttcac
cagcgcgttt
cccctggtat
acaaatgtaa
gcccagtttc
catcaccgtc
caacccggcc
taagcccaac
ccctcggaca
ccagacgagt
cttcaggggt
gcttcttget
tgcatcagcc

ccgtccecegt

agtggggccg
tgctgtctca
gggtcggccet
gggcgatcct
cagggtctcc
ccagacccgg
cagccgccgg
caccccagag
ccccgttaaa
cagaggtcag
gcagcccggyg
atgtccccca
ctcgcggaga
ggatcccccce
tagaccccag
cgggcgagtc
cagcttgcct
agtcccccect
cagcctgagg
cggctccecgg
gggccatccc
cttgggcctg
ccccttttge
tgtccagggg
ccccccagaa
caaagagcca
ctctggtagt
ctaaaaatca
cggacctagg
ttagagggga
caaaggtcag
acgtaagcca
aaagtggtcc
gagggggtct
taacttttcc
gctgactccg
cgggcccccce
actccaccac
gctcctaaga
ccgtagaagg
aagtaacctg
tttcacagga
agggcttcat

cctccagaga
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cccgggcttce
gccagacgcc
gctgctcccce
tcceceecggtce
acgcaccccg
ccattctctc
gagagaccag
gtccctccgg
ggagtggggce
cctgctgtct
gagggtcggce
ccgggcgatc
cccagggtcet
ccccagaccc
gccagccgcce
ggcaccccag
agccccgtta
tccagaggtc
cggcagcccg
ggatgtcccc
ccctcgcgga
ccggatcccce
cctagacccc
cccgggcgag
ctcagcttgce

tcagtccccce

aggccctgcece
ttggcctcta
tcctgccacc
cccagtaggg
ggccaggcca
tggtaacgag
tccaggggcece
ggggcagaga
cggtcggcetg
caggaggggc
ctaggcccgg
ctctgagacc
ccaggcaggg
gggtctcgge
ggggttggtt

agcccctcecgg
aacccaaaga
aggggcacct
ggcggcccca
cagaagggac
gaggggcctc
ccaccggccce
agcttctggc
tcgccttcecce
ctccccaccg

ctgcagccgce

tctcctgtta
aggccctecgg
ccagcctccc
ccgcctgecce
ccttagaccc
cagagaagaa
cgaggttgga
caggcagggc
ggctggccga
ctggctccgce
ggaagtggag
ctccgggecce
tccggcatcet
cagccgagcc
ctgcccctet
gcccgcectcece
atgtctgagg
cagggtgcct
gaggccggtt
cctaggcgtec
tttgggccct
ttctctctgt
ctccccgggt
tctccecectgg
ggtccatcag
ccagtctctg

cccttttaga
gtcccecectgg
ccccteeceeg
ccctgcaccc
ggccaagccc
gtagaggccc
gccagcgggce
cccccggcag
gcccgggtcet
cgggtggccce
ggggatcgcc
ggacggtcgce
tcaggggcag
gaccggcccce
ctctgtcctt
aggcgccctce
ggagccaccc
ccccgggtece
cctcgccect
ccctctecte
caagtccagc
cccecectgcetce
ccaccaggcc
cctctcctte
gccggccgga

cctccaggca

accacagcct
accccggcect
tcceceectteg
agtacctgcc
catccctgaa
gcggccattg
acccgaggtc
ctggccccga
gggaggtctg
tggggtaagt
cgggtctctg
cctcagcccce
caggctcacc
gcgcctggceg
cagaggaacc
ctggtctccg
tcggggccca
caggccagcc
tccececggget
ccctccaggce
cccaccgaga
ctctccaacc
agccggaggyg
ccgcctceccca
gggaccccgg
agggcgccag

ggacacatgt
cagcaaccct
ctcctgatcc
cctcttggcece
gacccagcgg
ggcccagatt
ccagcacccg
ggaggcgccc
gggtggcgag
ctgggaggca
ttggcagagt
ccagacagac
accacaggcc
cctcecteggg
agggacctcg
ctccecctetg
ggccccagag
ggagggaccc
tcagagccca
ccgagcctcet
cccgagtggce
ttcgctccac
accccggcag
cccgagcccce
cggcccggtg
cttttctccce



