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[bookmark: feature_AY049749.1][bookmark: comment_AY049749.1]FEATURES             Location/Qualifiers
     source          1..650
                     /organism="Naegleria fowleri"
                     /mol_type="mRNA"
                     /db_xref="taxon:5763"
     gene            1..650
                     /gene="mp2Cl5"
     CDS             30..575
                     /gene="mp2Cl5"
                     /note="Mp2Cl5; 17 kDa; specific to pathogenic Naegleria
                     fowleri"
                     /codon_start=1
                     /product="membrane protein"
                     /protein_id="AAL09154.1"
                     /translation="MITVPQVVNLNLAGQWRESGGKVWHCTQNGHHFTWTQEGTGRVA
                     TGIAVPKVNSSEFAVVLTFDNTVHWLLKPSSDHNQLHGPSDVFTRVHPLVAEAPFGGY
                     QEKSGKVWQVTASTPSSFVLHNQQDGRNADGFFSRDPTNGMYIVFINFHNNGQDHLLK
                     AVTNSLASIPLSNGDVFTKTH"
ORIGIN      
[bookmark: sequence_AY049749.1]        1 cccacgcgtc cgaacaaaac aatcaaacaa tgatcactgt tccacaagtt gtcaatctta
       61 acctcgctgg ccaatggaga gaatcaggag gcaaagtctg gcactgcact caaaacggac
      121 atcatttcac ctggactcaa gaaggtactg gaagagttgc cactggtatt gctgttccaa
      181 aggttaactc ttccgaattt gctgtcgtgt tgacttttga caacactgtt cactggttgt
      241 tgaagccatc cagtgatcat aatcaattgc atggaccttc tgatgttttc actcgagtgc
      301 atccattggt tgctgaagct ccatttggcg gctaccaaga aaagagtgga aaggtgtggc
      361 aagtgactgc ctctacccca tcttccttcg ttttgcacaa tcaacaagat ggaagaaatg
[bookmark: _Hlk206843587]      421 ctgatggctt cttctctaga gatccaacca atggaatgta cattgttttt attaatttcc
      481 ataacaatgg acaagatcac ttgttgaagg ctgtcacaaa ctctttggcc tctattcctc
      541 ttagcaatgg tgatgttttc acaaagactc attagattga aggattgtgg agtgaataga
      601 attattgcaa taaattaatt ctcttatgaa aagagaatta ccttgttggc
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