Torreya grandis chloroplast, complete genome
NCBI Reference Sequence: NC_034806.1
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LOCUS       NC_034806               1488 bp    DNA     linear   PLN 03-APR-2023
DEFINITION  Torreya grandis chloroplast, complete genome.
ACCESSION   NC_034806 REGION: complement(1706..3193)
VERSION     NC_034806.1
DBLINK      BioProject: PRJNA927338
KEYWORDS    RefSeq.
SOURCE      chloroplast Torreya grandis
  ORGANISM  Torreya grandis
            Eukaryota; Viridiplantae; Streptophyta; Embryophyta; Tracheophyta;
            Spermatophyta; Pinopsida; Pinidae; Conifers II; Cupressales;
            Taxaceae; Torreya.
REFERENCE   1  (bases 1 to 1488)
  CONSRTM   NCBI Genome Project
  TITLE     Direct Submission
  JOURNAL   Submitted (24-MAY-2017) National Center for Biotechnology
            Information, NIH, Bethesda, MD 20894, USA
REFERENCE   2  (bases 1 to 1488)
  AUTHORS   Li,J.
  TITLE     Direct Submission
  JOURNAL   Submitted (20-DEC-2016) Quzhou Academy of Agricultural Sciences,
            Taizhen Road No. 4, Quzhou, Zhejiang 324000, China
[bookmark: comment_NC_034806.1]COMMENT     PROVISIONAL REFSEQ: This record has not yet been subject to final
            NCBI review. The reference sequence is identical to KY369757.
            
            ##Assembly-Data-START##
            Assembly Method       :: velvet v. v1.2.07
            Sequencing Technology :: Illumina
            ##Assembly-Data-END##
            COMPLETENESS: full length.
[bookmark: feature_NC_034806.1]FEATURES             Location/Qualifiers
     source          1..1488
                     /organism="Torreya grandis"
                     /organelle="plastid:chloroplast"
                     /mol_type="genomic DNA"
                     /db_xref="taxon:58047"
     gene            1..1488
                     /gene="matK"
                     /locus_tag="CCM86_pgp02"
                     /old_locus_tag="BTN43_0002"
                     /db_xref="GeneID:32892014"
     CDS             1..1488
                     /gene="matK"
                     /locus_tag="CCM86_pgp02"
                     /old_locus_tag="BTN43_0002"
                     /codon_start=1
                     /transl_table=11
                     /product="maturase K"
                     /protein_id="YP_009371148.1"
                     /db_xref="GeneID:32892014"
                     /translation="MDEFQRDGNKHRSWQQLFLYPLFFREDLYAIAHDHHLDRSSSSE
                     PIEILISNYFSFLTVKRLIRRIRQQNDSIGLFGNCDPIQFIDRNRNSYSEPVLEALTV
                     ILEVSFAMRSKHFAETMSGWKSIRSIHCIFPLIEDKFPHSNYISDIRVPYSIHPEILV
                     RTFRRWIRDTPSLHLLRFILHEWRNSFSAENLQKALVVPRENMRLSLFLWNSYVYECE
                     SFLVPLLKRFSRSRSLLYGSFPNRTHFDRKIKHIVIFPINISTKRIWLLKDSFIHYVR
                     YGERSLIALKGTHLQVKKCRYHLFHFWQYYFHLWSQPYRICILELSKNDSFFLGYFLS
                     FKIKPLVVRTKMLDDLFITDLVTNELNPIAPIRSILFFLAKEKFCDISGHPISKLSWT
                     SLTDDDILDRFDRICRNLFHYYSGSINKDGLYYIKYILLLPCAKTLACKHKSTIRVVR
                     EESGSELFTKSFFKEQEFISSSFSKTRSQRERFWNSDIIQIKCPI"
ORIGIN      
[bookmark: sequence_NC_034806.1]        1 atggatgagt ttcaaagaga tggaaacaaa catagatctt ggcaacaatt atttttatat
       61 ccactttttt ttcgagaaga tctttacgca attgctcatg atcatcattt agatagatca
      121 agttcctctg aaccgataga aattttaatt tctaattatt ttagtttcct aactgtaaaa
      181 cgtttgattc gtcggatacg tcaacagaat gattcaattg gtttattcgg gaattgtgat
      241 ccaattcaat ttattgatcg caatagaaat tcttattctg aaccggtact agaggctttg
      301 acagttatct tggaagtttc gttcgcaatg cgatcaaaac attttgcaga aacaatgagt
      361 ggatggaaga gtattcggtc catacattgc atatttcccc ttatcgagga taaattccca
      421 cattccaatt atatatcaga tatacgagtg ccctactcga ttcatccgga aattttggtg
      481 cggacctttc gtcgctggat ccgagatact ccttctttgc atctattacg attcattctc
[bookmark: _GoBack]      541 catgaatgga gaaatagttt tagtgcagaa aatttgcaga aagctttggt tgtaccgagg
      601 gaaaatatga ggttatccct gttcctatgg aattcttatg tatatgaatg cgaatccttt
      661 ttagttcctc ttctgaaacg attttctcgt tcacgatcgt tgttgtatgg atcttttccc
      721 aatcgaactc attttgatcg aaagatcaaa catattgtca tatttcctat caatatttca
      781 accaaaagga tctggttgtt gaaggattct ttcatccact atgtgagata tggagaaaga
      841 tcccttatag ctttaaaggg tactcacctc caagtgaaaa aatgtagata tcatctgttt
      901 catttttggc aatattattt ccatctttgg tctcaaccgt ataggatatg tattcttgaa
      961 ttatccaaga atgattcctt ttttttaggt tattttctga gttttaaaat aaaacctctc
     1021 gtggttagaa ccaaaatgct agatgattta ttcattaccg atctagttac caatgaattg
     1081 aatccaatag ctccgattag atcaattctt ttctttttgg ctaaagaaaa attctgtgac
     1141 atctcaggcc atccaattag taaattatcc tggaccagtc taacagatga tgatatcctc
     1201 gatcgattcg atcgaatttg tagaaatctt tttcattact acagtggatc catcaataaa
     1261 gatggtttat attatataaa gtatatactt ctacttccat gtgctaaaac tttagcttgt
     1321 aaacataaaa gtacgatacg tgtagttcgg gaagaatcag gttcggaact cttcacaaaa
     1381 tcgttcttca aagaacaaga attcatttct tcgtcctttt caaagactcg ttcacagaga
     1441 gaacgatttt ggaattcaga tattatccaa attaaatgcc ctatctaa
//

