Torreya grandis chloroplast, complete genome
NCBI Reference Sequence: NC_034806.1
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LOCUS       NC_034806               1452 bp    DNA     linear   PLN 03-APR-2023
DEFINITION  Torreya grandis chloroplast, complete genome.
ACCESSION   NC_034806 REGION: 54888..56339
VERSION     NC_034806.1
DBLINK      BioProject: PRJNA927338
KEYWORDS    RefSeq.
SOURCE      chloroplast Torreya grandis
  ORGANISM  Torreya grandis
            Eukaryota; Viridiplantae; Streptophyta; Embryophyta; Tracheophyta;
            Spermatophyta; Pinopsida; Pinidae; Conifers II; Cupressales;
            Taxaceae; Torreya.
REFERENCE   1  (bases 1 to 1452)
  CONSRTM   NCBI Genome Project
  TITLE     Direct Submission
  JOURNAL   Submitted (24-MAY-2017) National Center for Biotechnology
            Information, NIH, Bethesda, MD 20894, USA
REFERENCE   2  (bases 1 to 1452)
  AUTHORS   Li,J.
  TITLE     Direct Submission
  JOURNAL   Submitted (20-DEC-2016) Quzhou Academy of Agricultural Sciences,
            Taizhen Road No. 4, Quzhou, Zhejiang 324000, China
[bookmark: comment_NC_034806.1]COMMENT     PROVISIONAL REFSEQ: This record has not yet been subject to final
            NCBI review. The reference sequence is identical to KY369757.
            
            ##Assembly-Data-START##
            Assembly Method       :: velvet v. v1.2.07
            Sequencing Technology :: Illumina
            ##Assembly-Data-END##
            COMPLETENESS: full length.
[bookmark: feature_NC_034806.1]FEATURES             Location/Qualifiers
     source          1..1452
                     /organism="Torreya grandis"
                     /organelle="plastid:chloroplast"
                     /mol_type="genomic DNA"
                     /db_xref="taxon:58047"
     gene            1..1452
                     /gene="rbcL"
                     /locus_tag="CCM86_pgp34"
                     /old_locus_tag="BTN43_0034"
                     /db_xref="GeneID:32892046"
     CDS             1..1452
                     /gene="rbcL"
                     /locus_tag="CCM86_pgp34"
                     /old_locus_tag="BTN43_0034"
                     /codon_start=1
                     /transl_table=11
                     /product="ribulose-1,5-bisphosphate carboxylase/oxygenase
                     large subunit"
                     /protein_id="YP_009371180.1"
                     /db_xref="GeneID:32892046"
                     /translation="MSPKTETKASVGFKAGVKDYRLTYYTPDYDTKDTDILAAFRVTP
                     QPGVPPEEAGAAVAAESSTGTWTTVWTDGLTSLDRYKGRCYDIEPVPGEESQFIAYVA
                     YPLDLFEEGSVTNLFTSIVGNVFGFKALRALRLEDLRIPPAYSKTFQGPPHGIQVERD
                     KLNKYGRPLLGCTIKPKLGLSAKNYGRAVYECLRGGLDFTKDDENVNSQPFMRWRDRF
                     CFCAEAIYKSQAETGEIKGHYLNATAGTCEEMIKRAVFARELGVPIVMHDYLTGGFTA
                     NTTLAHYCRDNGLLLHIHRAMHAVIDRQKNHGMHFRVLAKALRMSGGDHIHAGTVVGK
                     LEGEREITLGFVDLLRDDFIEKDRSRGIYFTQDWVSMPGVLPVASGGIHVWHMPALTE
                     IFGDDSVLQFGGGTLGHPWGNAPGAVANRVALEACVQARNEGRDLAREGNEVISEAAK
                     WSPELAAACEVWKQIKFEFKPVDTIDTPVEKKN"
ORIGIN      
[bookmark: sequence_NC_034806.1]        1 atgtcaccaa aaacagagac taaagcaagt gttggattca aagctggtgt taaagattac
       61 agattaactt attatactcc ggactatgat accaaagata ctgatatctt ggcagcattc
      121 cgagtcactc ctcaacccgg agtgcccccc gaggaagcgg gagcagcagt agctgccgaa
      181 tcttccactg gtacatggac cactgtttgg accgatggac ttaccagtct tgatcgttac
      241 aagggacgat gctatgatat cgagcccgtt cctggagagg aaagtcaatt tattgcctat
      301 gtagcttacc ctttagatct ttttgaagaa ggttctgtta ctaacctgtt cacttccatt
      361 gtaggtaatg tatttggatt caaagcctta cgagctctac gtctggaaga tctgcgaatt
      421 cctcctgctt attcaaaaac tttccaaggc ccaccacatg gtatccaagt ggaaagagat
      481 aaattaaaca aatatggtcg tccattgttg ggatgtacta tcaaaccaaa attgggccta
      541 tccgccaaga attatggtag agcggtttac gaatgtctcc gtggtggact tgattttacc
[bookmark: _GoBack]      601 aaggatgatg aaaacgtgaa ttcccaacca ttcatgcgct ggagagatcg tttctgtttt
      661 tgtgcagaag caatttataa gtctcaggct gagacgggtg aaattaaggg acattacttg
      721 aatgctactg caggtacatg tgaagaaatg ataaaaagag cagtattcgc cagagaattg
      781 ggagttccta tagtcatgca tgactatttg actggaggtt ttacggcaaa tactacgtta
      841 gctcattatt gccgagacaa cggcctactt cttcacattc accgcgcaat gcatgcagtt
      901 attgacagac aaaaaaatca tggtatgcac ttccgtgtgc tagctaaagc actgcgtatg
      961 tctggtggag atcatattca cgctggtacg gtagtaggta aacttgaagg agaacgagag
     1021 atcactttag gttttgttga tctattgcgt gatgatttta ttgaaaaaga ccgaagtcgt
     1081 ggtatttatt tcactcaaga ttgggtctct atgccaggtg tcttgcctgt agcttcagga
     1141 ggcattcacg tttggcatat gcctgctctg accgagatct ttggggatga ttctgtatta
     1201 cagtttggtg gagggacttt ggggcaccct tggggaaatg cacctggtgc agtagctaat
     1261 cgggtcgctt tagaagcttg tgtacaagcg cgtaatgaag gacgtgatct tgctcgtgaa
     1321 ggtaatgaag tgattagcga agcagctaaa tggagtcctg aactagctgc tgcttgtgaa
     1381 gtatggaaac aaatcaaatt tgaatttaag ccagttgata caattgatac gccggttgaa
     1441 aaaaaaaatt ga
//

