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                     /organism="Orthohantavirus andesense"
                     /mol_type="genomic RNA"
                     /strain="AH-1"
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                     /note="nucleocapsid protein"
                     /codon_start=1
                     /product="nucleoprotein"
                     /protein_id="AAB69170.1"
                     /translation="MSTLQELQENITAHEQQLVTARQKLKDAEKAVEVDPDDVNKSTL
                     QSRRAAVSTLETKLGELKRQLADLVAAQKLATKPVDPTGLEPDDHLKEKSSLRYGNVL
                     DVNSIDLEEPSGQTADWKAIGAYILGFAIPIILKALYMLSTRGRQTVKDNKGTRIRFK
                     DDSSFEEVNGIRKPKHLYVSMPTAQSTMKAEEITPGRFRTIACGLFPAQVKARNIISP
                     VMGVIGFGFFVKDWMDRIEEFLAAECPFLPKPKVASEAFMSTNKMYFLNRQRQVNESK
                     VQDIIDLIDHAETESATLFTEIATPHSVWVFACAPDRCPPTALYVAGVPELGAFFSIL
                     QDMRNTIMASKSVGTAEEKLKKKSAFYQSYLRRTQSMGIQLDQKIIILYMLSWGKEAV
                     NHFHLGDDMDPELRQLAQSLIDTKVKEISNQEPLKL"
ORIGIN      
[bookmark: sequence_AF004660.1][bookmark: _GoBack]        1 tagtagtaga ctccttgaga agctactgct gcgaaagctg gaatgagcac cctccaagaa
       61 ttacaagaaa acatcacagc acacgaacaa cagctcgtga ctgctcggca aaagctcaaa
      121 gatgccgaga aggcggtgga ggtggacccg gatgacgtta acaagagcac actacaaagt
      181 agacgggcag ctgtgtctac attggagacc aaactcgggg aactcaagag gcaacttgca
      241 gatctggtgg cagctcaaaa attggctaca aaaccagttg atccaacagg gcttgagcct
      301 gatgaccatc tgaaagagaa atcatctctg agatatggga atgtcctgga tgttaactca
      361 attgatttgg aagaaccgag tggacagact gctgattgga aggctatagg agcatatatc
      421 ttagggtttg caattccgat catactaaag gccctatata tgctgtcaac ccgtggaaga
      481 cagactgtga aagacaacaa aggaaccagg ataaggttta aggatgattc ttcctttgaa
      541 gaagtcaatg ggatacgtaa accaaaacac ctttatgtct caatgccaac tgcacaatct
      601 actatgaagg ctgaagaaat cacgccaggg cggtttagga caattgcttg tggccttttc
      661 ccagcacagg tcaaagctcg aaatataata agtcctgtaa tgggagtaat tggatttggc
      721 ttctttgtaa aggactggat ggatcggata gaggaattcc tggctgcaga gtgtccattc
      781 ttgcctaagc caaaggttgc ttcagaagcc ttcatgtcta ccaacaagat gtatttcctg
      841 aacagacaaa gacaagtcaa tgaatctaag gttcaagaca ttattgactt aatagatcat
      901 gctgaaactg agtctgctac cttgtttaca gaaattgcaa caccccattc agtctgggtg
      961 tttgcatgtg cacctgaccg gtgccctccg actgcattgt atgttgcagg ggtaccagaa
     1021 cttggtgcgt tcttttccat tcttcaggac atgcgtaata ccatcatggc atccaaatct
     1081 gtgggaactg cagaagagaa gctgaagaag aaatctgcct tctatcaatc ttacctaaga
     1141 aggacacaat ctatggggat tcaactggac caaaaaatca taattctcta catgctttca
     1201 tggggtaaag aagctgtgaa tcatttccat cttggtgatg atatggaccc tgaactaagg
     1261 cagctagctc aatccctaat tgacaccaag gtgaaggaga tctccaacca agagccactc
     1321 aagttgtaag tgcttaatga aaggatgatt gaagaaagac tttccgggct tgtgccacat
     1381 attaatcatc tcaggaccta tccttaatgt gattaatagg gtcttattat aagggtggtt
     1441 aaggggtcag ttactaacta cgggtaaggg ttcattacta tttttttgca ctagggttag
     1501 agggccacta catcgtattt gcactacggg aaaggggagg tgggttagtc tatattatag
     1561 ttgttaagtt tttgtactca taggttaata aggaatcagc tatatgaaat caatgattga
     1621 ttggctattt tttttaggtt aagtgattgc atttaaatag ttgttttaag tttagtatgt
     1681 taaggcctat aggttaagat ctactaacaa ttatattatg tcattggatg taaatttcgt
     1741 tcttggcttg cttctgcttt cgcattgcta acctacaaca taactacctc atccacaaac
     1801 cctcccctat tctacctcaa cacatactac ctcatatttg atttttcttg attgcttttc
     1861 aaggagtcta ctacta
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