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[bookmark: comment_AF295482.1][bookmark: feature_AF295482.1]FEATURES             Location/Qualifiers
     source          1..571
                     /organism="Echovirus E17"
                     /mol_type="genomic RNA"
                     /strain="690/83"
                     /db_xref="taxon:47505"
     CDS             <1..>571
                     /codon_start=1
                     /product="VP1"
                     /protein_id="AAK13370.1"
                     /translation="QPSKGVGNRAVSRVADTMPSGPSNSQAVPALTAAETGHTSQVVP
                     GDNIQTRHVHNYHSRTESTIENFFGRSACVVVKTYKMGQNVQATDRYDSWIISIRDMV
                     QLRRKCEMFTYMRFDLEVTFVVTSHQQYGTSLIQDMPVITHQFMYVPPGGPVPERVDS
                     FAWQTSTNPSIFWTEGNAPARMSIPFISVG"
ORIGIN      
[bookmark: sequence_AF295482.1]        1 cagccaagta aaggagtcgg aaatagagca gtctctagag tggcagacac catgccaagt
       61 ggcccatcca actcacaagc ggtgcccgcc ctgacagctg ccgagactgg ccatacatcc
      121 caggtggtgc ctggggacaa catccagaca cgtcacgtac ataattatca ctccaggact
      181 gaatcgacta tagaaaattt ctttgggcgc tcagcgtgcg tggtagtcaa aacatacaaa
      241 atgggccaaa acgtccaagc tacagataga tacgatagct ggattatctc catcagggat
      301 atggtgcagt taagacggaa gtgtgaaatg ttcacataca tgagatttga cctcgaggtc
      361 actttcgtgg tcacaagcca ccagcagtac ggcacttccc taattcagga catgcctgtg
      421 attacacatc agtttatgta tgttccgcct ggaggtccag tccctgaaag ggtggacagc
      481 ttcgcatggc aaacatccac caaccccagt atattttgga ctgagggcaa tgctccagcg
      541 cggatgtcca tccccttcat tagtgttggt a
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