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DEFINITION  Human echovirus 18 VP1 gene for VP1 capsid protein, partial cds,
            isolate: 212-00.
ACCESSION   AB268227
VERSION     AB268227.1
KEYWORDS    .
SOURCE      Echovirus E18
  ORGANISM  Echovirus E18
            Viruses; Riboviria; Orthornavirae; Pisuviricota; Pisoniviricetes;
            Picornavirales; Picornaviridae; Ensavirinae; Enterovirus;
            Enterovirus betacoxsackie.
REFERENCE   1
  AUTHORS   Bingjun,T., Yoshida,H., Yan,W., Lin,L., Tsuji,T., Shimizu,H. and
            Miyamura,T.
  TITLE     Molecular typing and epidemiology of non-polio enteroviruses
            isolated from Yunnan Province, the People's Republic of China
  JOURNAL   J. Med. Virol. 80 (4), 670-679 (2008)
   PUBMED   18297723
REFERENCE   2  (bases 1 to 785)
  AUTHORS   Yoshida,H. and Tian,B.
  TITLE     Direct Submission
  JOURNAL   Submitted (07-AUG-2006) Contact:Hiromu Yoshida National Institute
            of Infectious Diseases, Virology ll; Gakuen 4-7-1,
            Musashimurayama-shi, Tokyo 208-0011, Japan
[bookmark: feature_AB268227.1][bookmark: comment_AB268227.1]FEATURES             Location/Qualifiers
     source          1..785
                     /organism="Echovirus E18"
                     /mol_type="genomic RNA"
                     /isolate="212-00"
                     /isolation_source="stool from patient with AFP"
                     /db_xref="taxon:47506"
                     /geo_loc_name="China:Yunnan"
                     /collection_date="2000"
                     /note="identified with type specific antiserum"
     gene            <1..>785
                     /gene="VP1"
     CDS             <1..>785
                     /gene="VP1"
                     /codon_start=3
                     /product="VP1 capsid protein"
                     /protein_id="BAF95314.1"
                     /translation="AAETGHTSQVDPSDTIQTRHVVNFHSRSESTVENFMGRAACVFM
                     DQYKINGEETSTDRFAVWTINIREMAQLRRKCEMFTYMRFDIEMTMVITSCQDQGTQL
                     EQDMPVLTHQIMYVPPGGPIPAKVDSYEWQTSTNPSVFWTEGNAPPRMSIPFISVGNA
                     YSSFYDGWSHFTQDGTYGYTTLNAMGKLYIRHVNKNSPHQITSTIRVYFKPKHIKAWV
                     PRPPRLCPYINKGDVNFTVTEVTDARKSITDTPHPEHSVLVTH"
ORIGIN      
[bookmark: sequence_AB268227.1]        1 cggcggcgga gacggggcac acttcgcagg tcgatcctag tgacaccata caaactaggc
       61 atgtggtaaa tttccactcg cgatccgaat caactgtgga aaacttcatg gggcgtgctg
      121 cctgtgtgtt catggaccaa tataagataa atggtgagga gacgtccacc gacaggttcg
      181 ctgtctggac cataaacatc agggaaatgg cacagctgag aaggaagtgt gaaatgttca
      241 catatatgcg ctttgacatc gagatgacaa tggtgatcac tagctgccaa gaccagggaa
      301 cacaattgga gcaagacatg cccgttttaa cgcaccagat catgtatgtt ccaccgggag
      361 gcccaatccc agccaaagtg gatagttatg aatggcaaac atccaccaac cctagcgtct
      421 tttggacaga gggcaatgct cccccgcgca tgtcaattcc attcattagc gtgggtaacg
      481 cgtacagctc attctacgac gggtggtcac actttacaca ggacgggacg tatggttaca
      541 caactttgaa tgccatgggc aagttgtaca ttaggcatgt gaacaagaac agcccccatc
      601 aaattacaag tacaattaga gtttatttca aaccgaagca cataaaagcg tgggtaccac
      661 gcccaccgcg gttgtgccct tacattaaca agggtgacgt gaacttcacg gtcacggaag
      721 tcaccgatgc acgaaaatcc atcactgaca caccgcaccc ggaacatagt gttttagtca
      781 cgcat
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