Human echovirus 25 gene for partial polyprotein VP1, isolate CF151101-06, genomic RNA
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DEFINITION  Human echovirus 25 gene for partial polyprotein VP1, isolate
            CF151101-06, genomic RNA.
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            Enterovirus betacoxsackie.
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[bookmark: feature_AM711079.1][bookmark: comment_AM711079.1]FEATURES             Location/Qualifiers
     source          1..876
                     /organism="Echovirus E25"
                     /mol_type="genomic RNA"
                     /isolate="CF151101-06"
                     /isolation_source="cerebrospinal fluid"
                     /db_xref="taxon:45101"
                     /geo_loc_name="France"
                     /collection_date="2006"
     CDS             <1..>876
                     /codon_start=1
                     /product="polyprotein"
                     /protein_id="CAM97701.1"
                     /db_xref="GOA:A8Y8U4"
                     /db_xref="InterPro:IPR001676"
                     /db_xref="UniProtKB/TrEMBL:A8Y8U4"
                     /translation="NDPATAIVRSVERVADTIASGPMNSERVPALTAVETGHTSQVVP
                     SDTMQTRHVVNHHIRSESSIENFLSRSACVYIDVYGTKENGDVKRFTNWKINTRQVVQ
                     LRRKLEMFTYIRFDVEITFVITSTQGTSTQTNTDTPVLTHQVMYVPPGGPIPASYEDY
                     SWQTSTNPSVFWTEGNAPARMSIPFMSVGNAYCNFYDGWSHFSQSGVYGFTTLNNMGQ
                     LFFRHVNKDTLGPYNSTVRVYFKPKHIKAWVPRPPRLCDYVYAHNVDFTPRGVTEKRE
                     KITLERDDHLPLVVSH"
     mat_peptide     <1..>876
                     /product="VP1"
                     /function="capsid protein"
ORIGIN      
[bookmark: sequence_AM711079.1]        1 aatgatccag ctaccgccat tgttaggtca gtagagcgag tggcggatac catagcaagt
       61 ggtccaatga attctgagag ggttccagca ttaacagctg tcgaaacggg tcacacgtcc
      121 caagttgttc ccagcgacac catgcaaacg aggcacgttg ttaaccatca tattaggtca
      181 gaatcatcga tagagaactt cctgagtaga tcagcatgcg tctacatcga cgtgtatggc
      241 acgaaagaaa atggtgacgt caaacgcttt actaactgga agatcaacac tcgccaagtt
      301 gtacagctaa ggcgcaaact ggagatgttc acctacatta ggtttgatgt ggaaatcaca
      361 tttgtaatca caagcactca ggggacatca acccaaacaa atacagacac ccccgtgctc
      421 acgcaccaag tgatgtatgt gccacctgga ggccccatac ccgcgtcgta tgaggattat
      481 agctggcaaa cctcaaccaa ccccagtgtt ttctggacag aggggaatgc cccggctcgc
[bookmark: _GoBack]      541 atgtcaatac cctttatgag tgtgggcaac gcttactgca acttctatga cgggtggtca
      601 catttctcac aatctggggt gtatggcttt actaccctaa acaatatggg gcagttgttt
      661 ttcagacatg tgaacaagga cacccttggc ccttataata gcacggtgcg cgtttatttc
      721 aaaccaaagc acatcaaagc ctgggtgccc agaccaccgc gcctgtgcga ttatgtgtat
      781 gctcacaatg ttgatttcac tccaagaggg gtcacagaaa agagagaaaa gatcacgctg
      841 gagagagatg accatttgcc cttagtggta agccat
//

