
Human echovirus 30 partial polyprotein, isolate CF521-96, genomic RNA

GenBank: AM237322.2

FASTA Graphics

LOCUS AM237322 4675 bp RNA linear VRL 17-MAY-2013

DEFINITION Human echovirus 30 partial polyprotein, isolate CF521-96, genomic

RNA.
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FEATURES Location/Qualifiers

source 1..4675

/organism="Echovirus E30"

/mol_type="genomic RNA"

/isolate="CF521-96"

/isolation_source="faeces"

/host="Homo sapiens"

/db_xref="taxon:41846"

/geo_loc_name="France:Auvergne"

/collection_date="1996"

CDS <1..>4675

/codon_start=1

/product="polyprotein"

/protein_id="CAJ86643.2"

/db_xref="GOA:Q0VXT2"

/db_xref="InterPro:IPR000081"
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/db_xref="InterPro:IPR000199"

/db_xref="InterPro:IPR000605"

/db_xref="InterPro:IPR001205"

/db_xref="InterPro:IPR001676"

/db_xref="InterPro:IPR002527"

/db_xref="InterPro:IPR003593"

/db_xref="InterPro:IPR007094"

/db_xref="InterPro:IPR009003"

/db_xref="InterPro:IPR014759"

/db_xref="InterPro:IPR014838"

/db_xref="UniProtKB/TrEMBL:Q0VXT2"

/translation="NDPESALNRAVGRVADTIASGPVNTEQIPALTAVETGHTSQVVP

SDTMQTRHVVNYHTRSESSIENFMGRAACVYIAQYATEKVNDELDRYTNWEITTRQVA

QLRRKLEMFTYMRFDLEVTFVITSSQRTSTTYASDSPPLTHQVMYVPPGGPIPRSYED

FAWQTSTNPSVFWTEGNAPPRMSIPFMSVGNAYCNFYDGWSHFSQSGVYGYTTLNNMG

HLYFRHVNKSTAYPVNSVGRVYFKPKHVKAWVPRAPRLCPYLYARNVNFDVQGVTESR

GKITLDRSTHNPLSNTGVFGQQSGAAYVGNYRVVNRHLATHADWQNCVWEDYNRXLLV

STTTAHGCDTIARCQCSTGVYFCASRNKHYPVSFEGPGLVEVQESEYYPRRYQSHVLL

AAGFSEPGDCGGILRCEHGVIGLVTMGGEGIVGFADVRDLLWLEDDAMEQGVKDYVEQ

LGNAFGSGFTNQICEQVNLLKESLIGQDSILEKSLKALVKIISALVIVVRNHDDLITV

TATLALIGCTTSPWRWLKQKVSQYYGIPMAERQSNGWLKKFTEMTNACKGMEWIAIKI

QKFIEWLKVKILPEVKEKHEFLNRLKQLPLLESQIATIEQSAPSQSDQEQLFSNVQYF

AHYCRKYAPLYAAEAKRVFSLEKKMSNYIQFKSKCRIEPVCLLLHGSPGAGKSVATSL

IGRSLAEKLNSSVYSLPPDPDHFDGYKQQAVVIMDDLCQNPDGKDVSLFCQMVSSVDF

VPPMAALEEKGILFTSPFVLASTNAGSINAPTVSDSRALARRFHFDMNIEVISMYSQN

GKINMPMSVKTCDEECCPVNFKKCCPLVCGKAIQFIDRRTQVRYSLDMLVTEMFXEYN

HRXSVGATLEALFQGPPVYRELKISVAPETPPPPAXADLLKSVDSEAVREYCKEKGWL

VPEINSTLQIEKHVSRAFICLQALTTFVSVAGIIYIIYKLFAGFQGAYTGMPNQKPKV

PTLRQAKVQGPAFEFAVAMMKRNASTVKTEYGEFTMLGIYDRWAVLPRHAKPGPTILM

NDQEVGVLDAKELVDKDGTNLELTLLKLNRNEKFRDIRGFLAREEVEVNEAVLAINTS

KFPNMYIPVGQVTDYGFLNLGGTPTKRMLMYNFPTRAGQCGGVLMSTGKVLGIHVGGN

GHQGFSAALLKHYFNEEQGEIEFIENSRDAGFPVINTPSRTKLEPSVFHQVFEGNKEP

AVLRNGDPRLKVNFEEAIFSKYIGNVNTHVDEYMLEAVDHYAGQLATLDISIEPMKLE

DAVYGTEGLEALDLTTSAGYPYVALGIKKRDILSKKTKDLTKLKECMDKYGLNLPMVT

YVKDELRSAEKVAKGKSRLIEASSLNDSVAMRQTFGNLYKTFHLNPGIVTGSAVGCDP

DVFWSKIPVMLDGHLIAFDYSGYDASLSPVWFACLKLLLEKLGYTNKETNYIDYLCNS

HHLYRDKHYFVRGGMPSGCSGTSIFNSMINNIIIRTLMLKVYKGIDLDQFRMIAYGDD

VIASYPWPIDASLLAEAGKXYXLIMTPADKGEXFNEVTWTXVTXLKGXXRADEPYXFX

XXPVXP"

mat_peptide <1..876

/product="1D protein; VP1"

mat_peptide 877..1326

/product="2A protease"

mat_peptide 1327..1623
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/product="2B protein"

mat_peptide 1624..2610

/product="2C protein"

mat_peptide 2944..3492

/product="3C protease"

mat_peptide 3493..>4675

/product="3D polymerase"

mat_peptide 2611..2777

/product="3A protein"

mat_peptide 2778..2943

/product="3B protein; VPg"

ORIGIN

1 aatgaccctg aaagtgcact caacagggcg gtgggcaggg tggctgacac tatagccagt

61 ggacccgtta acactgagca aattcctgct ttaacagcag tggagacagg gcacacatca

121 caagtggtac cgagtgacac aatgcagaca cgacacgtgg tcaactacca caccagatca

181 gagtcatcaa tagagaactt tatgggtaga gcagcatgtg tgtacatcgc tcagtacgcc

241 acagagaagg tcaacgatga gttagacagg tacaccaact gggaaataac aaccagacaa

301 gtagcacagt tgaggcggaa actggaaatg ttcacataca tgaggtttga ccttgaggtc

361 acgtttgtta tcaccagttc ccagcgcact tcaaccacat acgcatcgga ctcccctcca

421 ctaacgcacc aagtgatgta tgtaccacca ggaggcccaa ttcctagaag ttatgaagat

481 tttgcctggc agacatccac taacccaagt gtgttctgga cagaaggcaa tgcccctccc

541 aggatgtcga taccattcat gagtgttggt aacgcatatt gcaactttta tgatggatgg

601 tctcacttca gccagagcgg tgtgtacgga tacactactt tgaacaacat gggacacctg

661 tattttagac atgtgaacaa atcaactgca tatccagtta acagtgttgg ccgggtctat

721 tttaagccca agcacgtgaa ggcatgggtg cctcgtgcgc cacgcttgtg cccatatctg

781 tacgcaagaa atgtcaactt tgatgtgcaa ggggtaaccg aatctcgggg caaaattacc

841 cttgaccgat caactcacaa tcctttgtca aacactggtg tttttgggca acaatcaggg

901 gctgcatatg tgggcaacta cagagttgtc aacagacacc tcgccactca tgctgactgg

961 cagaattgcg tgtgggagga ctacaataga nacttgttgg ttagcaccac cacagcccac

1021 gggtgtgaca ccatagccag gtgccagtgc tccacaggtg tgtatttttg cgcatccagg

1081 aacaaacatt acccagtgtc atttgaaggg cccgggcttg tcgaggtgca ggagagtgag

1141 tattacccaa gaaggtacca atcacatgtg ttgctcgccg cagggttttc tgagccaggt

1201 gactgtgggg gcatcttgag atgcgagcat ggcgtcatag ggcttgtgac catggggggc

1261 gaaggtatcg ttggttttgc tgacgtgcgc gacctcctat ggttggaaga cgatgctatg

1321 gagcagggtg tgaaagatta cgtcgagcaa ttgggaaacg ctttcggctc gggttttacc

1381 aatcagattt gtgagcaggt caacctcctt aaggaatcgt tgattggaca ggactccata

1441 ctagaaaaat ctttgaaagc cctcgtcaag atcatatcag cattggttat cgtagtaaga

1501 aatcatgatg atttaatcac ggtaacagcc acactcgccc ttattggttg caccacatcc

1561 ccgtggcgat ggcttaaaca aaaagtatct caatactacg gaatccccat ggccgagaga

1621 caaagcaatg gttggctcaa gaagttcaca gaaatgacca atgcatgcaa aggcatggag

1681 tggatagcca ttaaaattca gaagtttatt gagtggctga aagtcaaaat tttaccagaa

1741 gtcaaggaaa aacatgaatt tcttaataga ttgaaacaat taccactcct agaaagccag

1801 atcgcaacta tagaacagag tgcaccatca caaagtgacc aagagcagct cttttccaac

1861 gtgcagtact tcgcccacta ttgcaggaaa tatgctcccc tatatgcagc tgaggcaaaa

https://www.ncbi.nlm.nih.gov/protein/CAJ86643.2?from=542&to=870
https://www.ncbi.nlm.nih.gov/protein/CAJ86643.2?from=982&to=1164
https://www.ncbi.nlm.nih.gov/protein/CAJ86643.2?from=1165&to=1558
https://www.ncbi.nlm.nih.gov/nuccore/AM237322.2?from=2611&to=2777
https://www.ncbi.nlm.nih.gov/nuccore/AM237322.2?from=2778&to=2943


1921 agagtgttct cccttgaaaa gaaaatgagc aattacatac agttcaagtc caaatgccgt

1981 attgagcctg tatgtttgct cctacatggc agcccaggtg ctggaaagtc tgtggctact

2041 agcttaattg gcagatccct tgcagaaaaa ctcaatagct cggtgtactc cctaccacca

2101 gacccagacc actttgatgg atataagcag caagcggtgg tgattatgga tgacctgtgt

2161 cagaacccgg atggaaagga cgtgtcacta ttttgtcaaa tggtgtccag cgtggatttc

2221 gtgccaccaa tggccgcgtt agaagaaaaa gggatcctat tcacctctcc atttgtatta

2281 gcatcaacca acgctgggtc cattaatgca cccactgtgt ctgacagtag ggcgctagct

2341 agaaggtttc attttgacat gaatatcgag gtgatctcca tgtacagcca aaatggcaaa

2401 atcaacatgc ctatgtcagt caaaacatgt gatgaggagt gttgcccagt caacttcaag

2461 aagtgctgtc cactggtgtg tggtaaagcc atccaattca ttgacagaag aacccaagtc

2521 agatactcgc tggacatgct ggttactgag atgttcangg agtataacca taggcncagc

2581 gtaggagcca cgctcgaagc tttgttccaa gggccaccag tctacaggga gctcaaaatc

2641 agcgtggctc cggagacgcc ccctccacca gcgantgccg atcttctaaa gtcagtagac

2701 agtgaggcag tcagggagta ctgcaaggag aaaggatggc ttgtgccaga gatcaattcc

2761 actttgcaga ttgaaaaaca tgtcagcagg gcattcattt gtttacaagc tttaaccacg

2821 ttcgtctcgg tggccggcat aatctacatc atctataaac tgttcgccgg tttccagggc

2881 gcatacacgg gaatgcccaa ccagaaaccc aaagtgccca ctctaagaca ggccaaagtg

2941 caaggcccag cttttgagtt tgccgtagca atgatgaaaa gaaatgctag tacagttaaa

3001 acagagtatg gcgaattcac catgcttggc atatatgata ggtgggcagt gttaccacgc

3061 catgccaaac ctggacctac catactgatg aatgatcagg aagttggtgt gctggacgcc

3121 aaggagttgg ttgataaaga tgggacaaac cttgagttga ctctcctgaa gctcaaccgc

3181 aatgaaaagt tccgggatat cagagggttt ttggcaagag aagaagttga agtgaatgaa

3241 gccgtcttag caataaacac gagcaagttc cccaacatgt acatacccgt gggacaagtg

3301 accgactacg ggtttttgaa cctggggggg acccccacga aaagaatgct catgtacaac

3361 ttcccaacta gagcaggaca gtgtgggggt gtccttatgt caacaggaaa agtcttgggc

3421 atacatgtgg gaggaaatgg acatcaaggg ttctcggcag cactcctcaa gcattacttc

3481 aatgaagagc agggtgaaat agaatttatc gagaactcaa gagatgcagg gtttcccgtg

3541 atcaacaccc ctagcaggac aaaattggag ccgagtgttt tccatcaggt gttcgagggc

3601 aacaaggaac cagcagtcct cagaaatgga gatccacgtc tcaaagtcaa ctttgaggaa

3661 gctatctttt ccaagtacat cgggaacgtc aacacacacg tggatgagta catgctagag

3721 gccgtggacc attatgcagg tcagttagct acattggata ttagcataga acccatgaaa

3781 ctagaggacg ccgtttacgg tactgaagga ctggaggcgt tggacttgac caccagtgca

3841 ggatacccct atgtggccct gggtatcaaa aagagagata tattatccaa aaagactaaa

3901 gatctcacta agctgaagga atgcatggac aagtatggcc taaatctgcc aatggtgact

3961 tacgtcaagg atgagctgag gtctgctgag aaagtggcca agggcaaatc cagactcatt

4021 gaagcatcta gtctgaatga ctcagtggca atgaggcaaa catttggaaa tctatacaaa

4081 actttccatc taaacccagg cattgttacg ggtagtgccg ttggttgtga tccagatgtg

4141 ttttggagca agatcccggt catgcttgac ggacacctta tagcttttga ctactcgggt

4201 tatgatgcta gtctcagccc agtgtggttt gcttgcctca agctcctctt agagaaactg

4261 ggatacacaa acaaggagac aaactacata gattacctat gtaattccca ccacttgtac

4321 agagacaaac attactttgt gaggggtggc atgccgtcag ggtgttcagg caccagcata

4381 ttcaactcca tgatcaataa cattatcatt aggaccctca tgctgaaggt ctacaaaggc

4441 atagatttgg atcaatttag aatgatcgct tatggggacg atgtaattgc gtcgtacccg

4501 tggcccattg atgcctcact cttagctgaa gcaggnaagg nttacngttt gattatgacc



4561 ccggcagaca aaggtgaatg nttcaatgaa gtgacttgga ccantgtgac cttnctgaaa

4621 ggnntcttna gggcagatga accgtaccna tttntggncc nncctgttnt gccat
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