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FEATURES Location/Qualifiers

source 1..672

/organism="Cymbidium mosaic virus"

/mol_type="genomic RNA"

/strain="CK14"

/host="Dendrobium sp."

/db_xref="taxon:12178"

/lab_host="Nicotiana tabacum cv. Samsun"

/geo_loc_name="South Korea:Choong-Nam"

/collection_date="02-Oct-2007"

/collected_by="Bong-Nam Chung"

/identified_by="Bong-Nam Chung"

gene 1..672

/gene="CP"

CDS 1..672

/gene="CP"

/codon_start=1

/product="coat protein"

/protein_id="BAI66544.1"

/translation="MGEPTPTPAATYSAADPTSAPKLADLAAIKYSPVTSSIATPEEI

KAITQLWVNNLGLPADTVGTAAIDLARAYADVGASKSATLLGFCPTKPDVRRAALAAQ

IFVANVTPRQFCAYYAKVVWNLMLATNDPPANWAKAGFQEDTRFAAFDFFDAVDSTAA

LEPAEWQRRPTDRERAAHSIGKYGALARQRIQNGNLITNIAEVTKGHLGSTNTLYALP

APPTE"

ORIGIN

1 atgggagagc ccactccaac tcccgctgcc acttactccg ctgccgaccc tacctctgca

61 cccaagttgg ccgacctggc tgccattaag tactcacctg tcacctcctc catcgccaca
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121 cccgaagaaa tcaaggccat aacccaattg tgggttaaca accttggcct ccccgctgac

181 accgtaggta ccgcggccat tgacctggcc cgcgcctacg ctgacgtcgg ggcgtccaag

241 agtgctaccc tactcggttt ctgccctacg aaacctgatg tccgtcgcgc cgctcttgcc

301 gcgcagatct tcgtggccaa cgtcaccccc cgccagtttt gcgcttacta cgcaaaagtg

361 gtgtggaatc tgatgctggc cactaacgat ccgcccgcca actgggccaa ggctggtttc

421 caggaggata cccggtttgc cgcctttgac ttcttcgatg ccgtcgattc cactgccgcg

481 ctggagcctg ctgaatggca gcgtcgccct actgaccgtg aacgtgctgc gcactcgatc

541 gggaagtacg gcgcccttgc gcgtcagcgt atccaaaacg gcaacctcat taccaacatt

601 gccgaggtca ccaagggcca tcttggctcc accaacactc tctatgctct gcctgcaccc

661 cctactgaat aa

//


