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LOCUS       PP541427                 256 bp    RNA     circular VRL 02-APR-2024
DEFINITION  Hop latent viroid, complete genome.
ACCESSION   PP541427
VERSION     PP541427.1
KEYWORDS    .
SOURCE      Hop latent viroid
  ORGANISM  Hop latent viroid
            Viruses; Viruses incertae sedis; Pospiviroidae; Cocadviroid;
            Cocadviroid latenshumuli.
REFERENCE   1  (bases 1 to 256)
  AUTHORS   Carter,O.G., Han,J. and Nachappa,P.
  TITLE     Direct Submission
  JOURNAL   Submitted (25-MAR-2024) Agricultural Biology, Colorado State
            University, 307 University Ave., Fort Collins, CO 80523, USA
[bookmark: comment_PP541427.1]COMMENT     ##Assembly-Data-START##
            Sequencing Technology :: Sanger dideoxy sequencing
            ##Assembly-Data-END##
[bookmark: feature_PP541427.1]FEATURES             Location/Qualifiers
     source          1..256
                     /organism="Hop latent viroid"
                     /mol_type="genomic RNA"
                     /isolation_source="isolated and extracted from western
                     flower thrips (F. occidentalis) fed on HLVd + Cannabis
                     sativa (hemp)"
                     /db_xref="taxon:12907"
     gene            1..256
                     /gene="Hop Latent Viroid Genome"
                     /note="Full Genome"
ORIGIN      
[bookmark: sequence_PP541427.1]        1 gggatccccg gggaaaccta ctcgagcgag gcggagatcg agcgccagtt cgtgcgcggc
       61 gacctgaagt tgcttcggct tcttcttgtt cgcgtcctgc gtggaacggc tccttcttca
      121 caccagccgg agttggaaac tacccggtgg atacaactct tgagcgccga gcttaacctg
      181 cagaagttca cataaaaagt gcccctctgg ggaatacact acgtgactta cctgtatggt
      241 ggcaagggct cgaaga
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[bookmark: _GoBack]
