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LOCUS DQ786577 1007 bp RNA linear VRL 13-DEC-2006

DEFINITION Porcine rotavirus A isolate CMP214 outer capsid protein VP7 (VP7)

gene, complete cds.

ACCESSION DQ786577

VERSION DQ786577.1
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FEATURES Location/Qualifiers

source 1..1007

/organism="Porcine rotavirus A"

/mol_type="genomic RNA"

/isolate="CMP214"



/db_xref="taxon:10967"

/geo_loc_name="Thailand"

/note="genotype: G3"

gene 21..1001

/gene="VP7"

CDS 21..1001

/gene="VP7"

/codon_start=1

/product="outer capsid protein VP7"

/protein_id="ABH03538.1"

/translation="MYGIEYTTVLTFLISVVLLNYILKSLTRIMDFIIYRFLLIIVIL

SPFLNAQNYGINLPITGSMDTPYANSTQEEVFLTSTLCLYYPTEAATQINDNSWKDTL

SQLFLTKGWPTGSVYFKDYADIASFSVDPQLYCDYNLVLMKYDAALQLDMSELADLIL

NEWLCNPMDITLYYYQQTDEANKWISMGPSCTIKVCPLNTQTLGIGCLTTDTNTFEEV

ATAEKLVITDVVDGVNHKLSVTTNTCTIRNCKKLGPRENVAVIQVGGSDILDITADPT

TAPQTERMMRVNWKKWWQVFYTIVDYVNQIVQAMSKRSRSLNSAAFYYRV"

ORIGIN

1 ctagcggtta gctcctttta atgtatggta ttgaatatac cacagtttta acctttttga

61 tatcagttgt attattgaat tacatactta aatcattaac cagaataatg gacttcatca

121 tttacagatt tcttctcatt atagttatac tgtcaccatt tcttaacgca caaaattatg

181 gaataaacct tccaattact ggatcaatgg atactccata tgcgaactcg acacaagaag

241 aagtgttcct aacatcaact ttatgcttat actatccaac tgaagctgcg acacaaataa

301 atgacaattc gtggaaagat acactttctc agctattttt aactaaaggg tggccaacag

361 gatcggtcta ttttaaagat tacgcagata ttgcctcatt ttcagttgat ccacaattat

421 actgtgatta taatttagta ttgatgaaat acgacgccgc gttacagtta gacatgtcag

481 aattagcaga tttgatactt aatgagtggt tatgtaatcc catggatatt actttgtatt

541 attatcaaca aacagatgag gcgaataaat ggatttcaat ggggccatct tgcacaataa

601 aagtatgccc attaaataca caaacattag gaatcgggtg tctgactact gatacgaata

661 cgtttgaaga agttgcaaca gctgaaaagt tagtgattac cgacgttgtg gatggagtca

721 atcataaact gagcgtgaca acaaacactt gtacaattag aaactgtaaa aaactaggac

781 caagagaaaa cgtagcagtt atacaagttg gtggttcaga tatactcgac ataacagctg

841 atccaacaac agctccacaa actgagagga tgatgcgagt aaattggaaa aaatggtggc

901 aagtatttta tacaatagtt gactatgtaa accaaattgt acaagcgatg tccaaaagat

961 caagatcatt gaattctgct gcattttact acagagtata gatatag


