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source 1..1007
/organism="Porcine rotavirus A"
/mol type="genomic RNA"
/isolate="CMP214"
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ORIGIN

/db_xref="taxon:10967"

/geo_loc_name="Thailand"

/note="genotype: G3"

21..1001

/gene="VP7"

21..1001

/gene="VP7"

/codon_start=1

/product="outer capsid protein VP7"

/protein id="ABH03538.1"
/translation="MYGIEYTTVLTFLISVVLLNYILKSLTRIMDFIIYRFLLIIVIL
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ATAEKLVITDVVDGVNHKLSVTTNTCTIRNCKKLGPRENVAVIQVGGSDILDITADPT

TAPQTERMMRVNWKKWWQVEFYTIVDYVNQIVQAMSKRSRSLNSAAFYYRV"
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