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LOCUS KX168631 801 bp DNA linear BCT 08-JUN-2016

DEFINITION Staphylococcus aureus strain SAI45 staphylococcal enterotoxin B

variant v4 (seb) gene, complete cds.

ACCESSION KX168631

VERSION KX168631.1
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FEATURES Location/Qualifiers

source 1..801

/organism="Staphylococcus aureus"

/mol_type="genomic DNA"

/strain="SAI45"

/isolation_source="human (infection)"

/db_xref="taxon:1280"

/geo_loc_name="Switzerland"

/collection_date="2010"

gene 1..801

/gene="seb"

CDS 1..801

/gene="seb"

https://www.ncbi.nlm.nih.gov/nuccore/KX168631.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/KX168631.1?report=graph
https://www.ncbi.nlm.nih.gov/nucleotide/KX168631.1?report=genbank&log$=nucltop&blast_rank=16&RID=Z5K8G9K9016
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1280
https://www.ncbi.nlm.nih.gov/pubmed/27258311
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1280
https://www.ncbi.nlm.nih.gov/nuccore/KX168631.1?from=1&to=801
https://www.ncbi.nlm.nih.gov/nuccore/KX168631.1?from=1&to=801


/codon_start=1

/transl_table=11

/product="staphylococcal enterotoxin B variant v4"

/protein_id="ANJ16450.1"

/translation="MYKRLFISHVILIFVLILVISTPNVLAESQPDPKPDELHKASKF

TGLMENMKVLYDDNHVSAINVKSIDQFLYFDLIYSIKDTKLGNYDNVRVEFKNKDLAD

KYKDKYVDVFGANYYYQCYFSKKTNDINSHQTDKRKTCMYGGVTEHNGNQLDKYRSIT

VRVFEDGKNLLSFDVQTNKKKVTAQELDYLTRHYLVKNKKLYEFNNSPYETGYIKFIE

SENSFWYDMMPAPGDKFDQSKYLMMYNDNKLVDSKDVKIEVYLTTKKK"

ORIGIN

1 atgtataaga gattatttat ttcacatgta attttgatat tcgtactgat attagttatt

61 tctacaccca acgttttagc agagagtcaa ccagatccta aaccagatga gttgcacaaa

121 gcgagtaaat tcactggttt gatggaaaat atgaaagttt tgtatgatga taatcatgta

181 tcagcaataa acgttaaatc tatagatcaa tttctatact ttgacttaat atattctatt

241 aaggacacta agttagggaa ttatgataat gttcgagtcg aatttaaaaa caaagattta

301 gctgataaat acaaagataa atacgtagat gtgtttggag ctaattatta ctatcaatgt

361 tatttttcta aaaaaacgaa tgatattaat tcacatcaaa ctgacaaacg aaaaacttgt

421 atgtatggtg gtgtaactga gcataatgga aaccaattag ataaatatag aagtattact

481 gttagggtat ttgaagatgg taaaaattta ttatcttttg acgtacaaac taataagaaa

541 aaagtgactg ctcaagaatt agattaccta actcgtcact atttggtgaa aaataaaaaa

601 ctctatgaat ttaacaactc gccttatgaa acgggatata ttaaatttat agaaagtgag

661 aatagctttt ggtatgacat gatgcctgca ccaggagata aatttgacca atctaaatat

721 ttaatgatgt acaatgataa taaattggtt gattctaaag atgtgaagat tgaagtttat

781 cttacgacaa agaaaaagtg a
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