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source 1..801
/organism="Staphylococcus aureus"
/mol type="genomic DNA"
/strain="SAI45"
/isolation source="human (infection)"
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/geo_loc name="Switzerland"
/collection date="2010"
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/codon_start=1

/transl table=11

/product="staphylococcal enterotoxin B variant v4"
/protein id="ANJ16450.1"
/translation="MYKRLFISHVILIFVLILVISTPNVLAESQPDPKPDELHKASKF
TGLMENMKVLYDDNHVSAINVKSIDQFLYEFDLIYSIKDTKLGNYDNVRVEFKNKDLAD
KYKDKYVDVFGANYYYQCYFSKKTNDINSHQTDKRKTCMYGGVTEHNGNQLDKYRSIT
VRVFEDGKNLLSFDVQTNKKKVTAQELDYLTRHYLVKNKKLYEFNNSPYETGYIKFIE

SENSFWYDMMPAPGDKFDQSKYLMMYNDNKLVDSKDVKIEVYLTTKKK"
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