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LOCUS MN752206 774 bp DNA linear BCT 08-SEP-2020

DEFINITION Staphylococcus aureus strain CM7179 enterotoxin A (sea) gene,

complete cds.

ACCESSION MN752206

VERSION MN752206.1
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SOURCE Staphylococcus aureus

ORGANISM Staphylococcus aureus
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Staphylococcaceae; Staphylococcus.
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FEATURES Location/Qualifiers

source 1..774

/organism="Staphylococcus aureus"

/mol_type="genomic DNA"

/strain="CM7179"

/isolation_source="mastitis"

/host="bovine"

/db_xref="taxon:1280"

/geo_loc_name="Egypt"

/note="genotype: t127-MRSA V"

gene 1..774

/gene="sea"

CDS 1..774

/gene="sea"

/codon_start=1

https://www.ncbi.nlm.nih.gov/nuccore/MN752206.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/MN752206.1?report=graph
https://www.ncbi.nlm.nih.gov/nucleotide/MN752206.1?report=genbank&log$=nucltop&blast_rank=22&RID=Z5KZ2HWG014
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1280
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=1280
https://www.ncbi.nlm.nih.gov/nuccore/MN752206.1?from=1&to=774
https://www.ncbi.nlm.nih.gov/nuccore/MN752206.1?from=1&to=774


/transl_table=11

/product="enterotoxin A"

/protein_id="QNN89166.1"

/translation="MKKTAFTLLLFIALTLTTSPLVNGSEKSEEINEKDLRKKSELQG

TALGNLKQIYYYNEKAKTENKESHDQFLQHTILFKGFFTDHSWYNDLLVDFDSKDIVD

KYKGKKVDLYGAYYGYQCAGGTPNKTACMYGGVTLHDNNRLTEEKKVPINLWLDGKQN

TVPLETVKTNKKNVTVQELDLQARRYLQEKYNLYNSDVFDGKVQRGLIVFHTSTEPSV

NYDLFGAQGQYSNTLLRIYRDNKTINSENMHIDIYLYTS"

ORIGIN

1 atgaaaaaaa cagcatttac attactttta ttcattgccc taacgttgac aacaagtcca

61 cttgtaaatg gtagcgagaa aagcgaagaa ataaatgaaa aagatttgcg aaaaaagtct

121 gaattgcagg gaacagcttt aggcaatctt aaacaaatct attattacaa tgaaaaagct

181 aaaactgaaa ataaagagag tcacgatcaa tttttacagc atactatatt gtttaaaggc

241 ttttttacag atcattcgtg gtataacgat ttattagtag attttgattc aaaggatatt

301 gttgataaat ataaagggaa aaaagtagac ttgtatggtg cttattatgg ttatcaatgt

361 gcgggtggta caccaaacaa aacagcttgt atgtatggtg gtgtaacgtt acatgataat

421 aatcgattga ccgaagagaa aaaagtgccg atcaatttat ggctagacgg taaacaaaat

481 acagtacctt tggaaacggt taaaacgaat aagaaaaatg taactgttca ggagttggat

541 cttcaagcaa gacgttattt acaggaaaaa tataatttat ataactctga tgtttttgat

601 gggaaggttc agaggggatt aatcgtgttt catacttcta cagaaccttc ggttaattac

661 gatttatttg gtgctcaagg acagtattca aatacactat taagaatata tagagataat

721 aaaacgatta actctgaaaa catgcatatt gatatatatt tatatacaag ttaa
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