Lactobacillus fermentum 16S ribosomal RNA, partial sequence; 16S/23S intergenic spacer region, complete sequence; and 23S ribosomal RNA partial sequence
GenBank: AF182720.1
[bookmark: EntrezSystem2.PEntrez.Nuccore.Sequence_R]FASTA Graphics 
[bookmark: locus_AF182720.1]LOCUS       AF182720                 665 bp    DNA     linear   BCT 11-JUL-2000
DEFINITION  Lactobacillus fermentum 16S ribosomal RNA, partial sequence;
            16S/23S intergenic spacer region, complete sequence; and 23S
            ribosomal RNA partial sequence.
ACCESSION   AF182720
VERSION     AF182720.1
KEYWORDS    .
SOURCE      Limosilactobacillus fermentum
  ORGANISM  Limosilactobacillus fermentum
            Bacteria; Bacillati; Bacillota; Bacilli; Lactobacillales;
            Lactobacillaceae; Limosilactobacillus.
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[bookmark: feature_AF182720.1][bookmark: comment_AF182720.1]FEATURES             Location/Qualifiers
     source          1..665
                     /organism="Limosilactobacillus fermentum"
                     /mol_type="genomic DNA"
                     /strain="JCM1173"
                     /type_material="type strain of Lactobacillus fermentum"
                     /db_xref="taxon:1613"
     rRNA            <1..5
                     /product="16S ribosomal RNA"
     misc_feature    6..202
                     /note="16S/23S intergenic spacer region"
     rRNA            203..>665
                     /product="23S ribosomal RNA"
ORIGIN      
[bookmark: sequence_AF182720.1]        1 cctttctaag gaattaatcg gaaacctaca cattgtcgaa acagtgttca gttttgaggg
       61 gtttacctct cagcttgtac tttgaaaact aaataatatc aatttctaat aaaatcaaga
      121 aaaccgagaa caccgcgtta tttgagtttt taacgaatta taatcgcata ctcaactaac
      181 ttgactgatc tacgatcagt aaggttaagt tatgaagggc gcatggtgaa tgccttggta
[bookmark: _GoBack]      241 ctaggagccg atgaaggacg ggactaacac cgatatgctt cggggagcgg taagtacgct
      301 ttgatccgga gatttccgaa tggggaaacc caatcatctt agtcgatgat tacttgagca
      361 gtgaattcat agctgccaag aggtagacgc agtgaactga aacatcttag tagctgcagg
      421 aagagaaaga aaattcgatt ccctgagtag cggcgagcga aacgggaaga gcccaaacca
      481 ctgagcttgc tcagtggggt tgtaggactg aactttggag ttaccaaaga atcaggtagt
      541 cgaagtggct gggaagccac accagagatg gtgatagtcc agtagacgaa acctggttct
      601 ctccgttcag gatcctgagt acggcgggac acgtgaaacc ccgtcggaat ccgcgaggac
      661 catct
//

